Abdel-Gawad, W., 3393 
Adams, B. A., 3256 
Adams, S. V., 3268 
Al-Azzam, W., 3637 
Allen, P. D., 3230 
Alley, S. C., 3446 
Ayton, G., 3357 


Bannister, R. A., 3256 
Bash, R., 3619 
Bayley, H., 3202 
Beam, K. G., 3230 
Benton, D. C. H., 3296 
Berg-So@rensen, K., 3152 
Bickel, T., 3079 
Blasie, J. K., 2906 
Blaudez, D., 3558 
Bonneau, S., 3470 
Botelho, M. M., 3513 
Boxer, S. G., 3371 
Bransburg-Zabary, S.., 
3001 
Brault, D., 3470 
Bret, C., 3049 
Brown, K. A., 3113 
Brown, S., 3152 
Bruinsma, R., 3079 
Buldyrev, S. V., 3525 


Caffrey, M., 3393 
Castrignand, T., 3542 


Cavatorta, P., 3507 
Chase, P. B., 3425 
Chen, Y., 3177 
Cherezov, V., 3393 
Chillemi, G., 3542 
Chizhov, I., 3490 
Christensen, K., 3652 
Chu, S., 3371 
Clogston, J., 3393 
Coppey, J., 3570 
Coppey-Moisan, M., 3570 
Cotlet, M., 3499 
Cross, T. A., 3336 


Damelin, M., 3626 
Darszon, A., 3296 

Datta, S., 3665 

Davis, D. M., 3589 
DeFelice, L. J., 3268 
DelPrincipe, F., 3134 

de Oliveira, C. L. P., 3513 
Desbat, B., 3558 

De Schryver, F. C., 3499 
Desideri, A., 3542 

Ding, F., 3525 

Dirix, G., 3499 
Dokholyan, N. V., 3525 
Dommersnes, P. G., 2898 
Dong, S., 3245 

Dreyer, J. K., 3152 
Durieux, C., 3570 


Biophysical Journal Volume 83 December 2002 3682-3683 


AUTHOR INDEX 


Eady, N. A. J., 3113 
Edwards, C. R. W., 3296 
Egger, M., 3134 
Engelhard, M., 3490 


Fan, H., 3665 

Fanani, M. L., 3416 
Fasano, A., 3507 
Fernandes, M. X., 3039 
Ferreira, S. T., 3513 
Ferrer, Y., 3637 

Field, M. J., 3049 
Fournier, J-B., 2898 
Frank, J. E., 3188 
Franzini-Armstrong, C., 3230 
French, P. M. W., 3589 
Friedrich, J., 3553 
Furutani, Y., 3482 


Gao, M., 3435 

Garcia de la Torre, J., 3039 
Gaub, H., 3578 

Gautier, I., 3570 
Gincel, D., 3223 
Glaser, M., 3177 
Golbeck, J. H., 2885 
Gordon, A. M., 3425 
Gorelik, J.. 3296 

Grage, S. L., 3336 
Gralle, M., 3513 
Gratton, E., 3177 
Greenstein, J. L., 2918 
Greenwood, A., 3665 
Grego, S., 3152 
Griebenow, K., 3637 
Gu, Y., 3296 

Guerrero, G., 3607 
Gutman, M., 2987, 3001 


Hart. 3371 

Haas, H., 3507 
Habuchi, S., 3499 
Haddad, P. R., 3351 
Hager, G. L., 3619 
Hamanaka, T., 3460 
Han, X., 3245 
Harding, S. E., 3296 
Hartel, S., 3416 
Hasebe, K., 3351 
Hatchikian, E. C., 3049 
Hayashi, S., 3097 
Hecht, C., 3553 
Herrmann, A., 3315 
Hiraki, K., 3460 
Hoang, T. X., 3533 
Hofkens, J., 3499 
Hopkins, P. B., 3446 
Hoppe, A., 3652 
Howorka, S., 3202 
Hu, W., 3351 
Huang, Q., 3637 
Huang, W., 3245 


Isacoff, E. Y., 3607 
Iwamoto, M., 3482 


Jaramillo, F., 3188 
John, K., 3315 
Johnson, J. M., 3371 


Kamo, N., 3351, 3482 
Kandori, H., 3482 
Karplus, M., 3032 
Kemnitz, K., 3570 
Kessler, M., 3578 
Kim, J-M., 3460 

Kito, Y., 3460 

Klein, M. L., 2906 
Klenerman, D., 3296 
Klink, B. U., 3490 
Knapp, E-W., 3066 
Kole, T. P., 3162 
Korchev, Y. E., 3296 
Kothari, N. H., 3665 
Kubelt, J., 3315 
Kuznetsov, Y. G., 3665 


Lab, M. J., 3296 
Lavoie, H., 3558 
Lebeau, L., 3675 
Legleiter, J., 3324 
Lévéque-Fort, S., 3589 
Levitan, I., 3211 
Lindsay, S. M., 3619 
Lipschultz, C. A., 2946 
Litman, B. J., 3408 
Liu, Y., 3324 

Lohr, D., 3619 

Longo, M. L., 3088, 3380 
Loots, E., 3607 


Maddox, M. W., 3088 
Maggio, B., 3416 
Mantulin, W. W., 3177 
Maritan, A., 3533 
Markin, V., 3188 
Martyn, D. A., 3425 
May, S., 2969 
Maziére, J-C., 3470 
Mazzolini, M., 3283 
McPherson, A., 3665 
Melliti, K., 3256 
Meneghini, C., 3507 
Michailova, A., 3134 
Micheletti, C., 3533 
Michiels, J., 3499 
Mignotte, V., 3570 
Mioskowski, C., 3675 
Misquitta, Y., 3393 
Mobilioo, S., 3507 
Mohan, S., 2946 
Moller, C., 3578 
Morante, S., 3507 
Mori, M., 3351 
Morliére, P., 3470 
Moss, G. W. J., 3296 


Miiller, D. J., 3578 
Miiller, P., 3315 


Nachliel, E., 2987, 3001 
Nagle, J. F., 3324 
Nakai, J., 3230 

Niggli, E., 3134 

Niu, S-L., 3408 
N@rager, S., 3049 
Nordgren, C. E., 2906 
Nuzzo, S., 3507 


Ocko, B. M., 3558 
Oddershede, L., 3152 
Oesterhelt, D., 3578 
Oesterhelt, F., 3578 
Ohno, M., 3351 
Okonogi, T. M., 3446 
Oliveira, R. G., 3416 


Paci, E., 3032 
Paolini, C., 3230 
Pastrana, E. A., 3637 
Paterlini, M. G., 3012 
Perez, E., 3675 
Petoukhov, M. V., 3113 
Phillips, D., 3589 
Pincet, F., 3675 
Piolot, T., 3570 
Protasi, F., 3230 
Punta, M., 3283 


Ratto, T. V., 3380 
Ravalet, S., 3570 
Reese, A. W., 3446 
Regnier, M., 3425 
Riccio, P., 3507 
Rickling, S., 3675 
Robinson, B. H., 3446 
Romanenko, V. G., 3211 
Rooney, L. A., 3304 
Roska, B., 3607 

Roth, M., 3049 
Rothblat, G. H., 3211 
Ruan, Q., 3177 


Saam, J., 3097 

Saenger, W., 3066 

Salesse, C., 3558 

Sanchez, D., 3296 
Schreiber, S., 3315 
Schulten, K., 3097, 3435 
Schweitzer-Stenner, R., 3637 
Settanni, G., 3533 
Shakhnovich, E. I., 3525 
Shevchuk, A. I., 3296 
Shimono, K., 3482 
Shinada, T., 3460 
Shinkarev, V. P., 2885 
Shoshan-Barmatz, V., 3223 
Siegel, J., 3589 

Siegel, M. S., 3607 

Silver, P. A., 3626 





Abdel-Gawad, W., 3393 
Adams, B. A., 3256 
Adams, S. V., 3268 
Al-Azzam, W., 3637 
Allen, P. D., 3230 
Alley, S. C., 3446 
Ayton, G., 3357 


Bannister, R. A., 3256 
Bash, R., 3619 
Bayley, H., 3202 
Beam, K. G., 3230 
Benton, D. C. H., 3296 
Berg-So@rensen, K., 3152 
Bickel, T., 3079 
Blasie, J. K., 2906 
Blaudez, D., 3558 
Bonneau, S., 3470 
Botelho, M. M., 3513 
Boxer, S. G., 3371 
Bransburg-Zabary, S.., 
3001 
Brault, D., 3470 
Bret, C., 3049 
Brown, K. A., 3113 
Brown, S., 3152 
Bruinsma, R., 3079 
Buldyrev, S. V., 3525 


Caffrey, M., 3393 
Castrignand, T., 3542 


Cavatorta, P., 3507 
Chase, P. B., 3425 
Chen, Y., 3177 
Cherezov, V., 3393 
Chillemi, G., 3542 
Chizhov, I., 3490 
Christensen, K., 3652 
Chu, S., 3371 
Clogston, J., 3393 
Coppey, J., 3570 
Coppey-Moisan, M., 3570 
Cotlet, M., 3499 
Cross, T. A., 3336 


Damelin, M., 3626 
Darszon, A., 3296 

Datta, S., 3665 

Davis, D. M., 3589 
DeFelice, L. J., 3268 
DelPrincipe, F., 3134 

de Oliveira, C. L. P., 3513 
Desbat, B., 3558 

De Schryver, F. C., 3499 
Desideri, A., 3542 

Ding, F., 3525 

Dirix, G., 3499 
Dokholyan, N. V., 3525 
Dommersnes, P. G., 2898 
Dong, S., 3245 

Dreyer, J. K., 3152 
Durieux, C., 3570 


Biophysical Journal Volume 83 December 2002 3682-3683 


AUTHOR INDEX 


Eady, N. A. J., 3113 
Edwards, C. R. W., 3296 
Egger, M., 3134 
Engelhard, M., 3490 


Fan, H., 3665 

Fanani, M. L., 3416 
Fasano, A., 3507 
Fernandes, M. X., 3039 
Ferreira, S. T., 3513 
Ferrer, Y., 3637 

Field, M. J., 3049 
Fournier, J-B., 2898 
Frank, J. E., 3188 
Franzini-Armstrong, C., 3230 
French, P. M. W., 3589 
Friedrich, J., 3553 
Furutani, Y., 3482 


Gao, M., 3435 

Garcia de la Torre, J., 3039 
Gaub, H., 3578 

Gautier, I., 3570 
Gincel, D., 3223 
Glaser, M., 3177 
Golbeck, J. H., 2885 
Gordon, A. M., 3425 
Gorelik, J.. 3296 

Grage, S. L., 3336 
Gralle, M., 3513 
Gratton, E., 3177 
Greenstein, J. L., 2918 
Greenwood, A., 3665 
Grego, S., 3152 
Griebenow, K., 3637 
Gu, Y., 3296 

Guerrero, G., 3607 
Gutman, M., 2987, 3001 


Hart. 3371 

Haas, H., 3507 
Habuchi, S., 3499 
Haddad, P. R., 3351 
Hager, G. L., 3619 
Hamanaka, T., 3460 
Han, X., 3245 
Harding, S. E., 3296 
Hartel, S., 3416 
Hasebe, K., 3351 
Hatchikian, E. C., 3049 
Hayashi, S., 3097 
Hecht, C., 3553 
Herrmann, A., 3315 
Hiraki, K., 3460 
Hoang, T. X., 3533 
Hofkens, J., 3499 
Hopkins, P. B., 3446 
Hoppe, A., 3652 
Howorka, S., 3202 
Hu, W., 3351 
Huang, Q., 3637 
Huang, W., 3245 


Isacoff, E. Y., 3607 
Iwamoto, M., 3482 


Jaramillo, F., 3188 
John, K., 3315 
Johnson, J. M., 3371 


Kamo, N., 3351, 3482 
Kandori, H., 3482 
Karplus, M., 3032 
Kemnitz, K., 3570 
Kessler, M., 3578 
Kim, J-M., 3460 

Kito, Y., 3460 

Klein, M. L., 2906 
Klenerman, D., 3296 
Klink, B. U., 3490 
Knapp, E-W., 3066 
Kole, T. P., 3162 
Korchev, Y. E., 3296 
Kothari, N. H., 3665 
Kubelt, J., 3315 
Kuznetsov, Y. G., 3665 


Lab, M. J., 3296 
Lavoie, H., 3558 
Lebeau, L., 3675 
Legleiter, J., 3324 
Lévéque-Fort, S., 3589 
Levitan, I., 3211 
Lindsay, S. M., 3619 
Lipschultz, C. A., 2946 
Litman, B. J., 3408 
Liu, Y., 3324 

Lohr, D., 3619 

Longo, M. L., 3088, 3380 
Loots, E., 3607 


Maddox, M. W., 3088 
Maggio, B., 3416 
Mantulin, W. W., 3177 
Maritan, A., 3533 
Markin, V., 3188 
Martyn, D. A., 3425 
May, S., 2969 
Maziére, J-C., 3470 
Mazzolini, M., 3283 
McPherson, A., 3665 
Melliti, K., 3256 
Meneghini, C., 3507 
Michailova, A., 3134 
Micheletti, C., 3533 
Michiels, J., 3499 
Mignotte, V., 3570 
Mioskowski, C., 3675 
Misquitta, Y., 3393 
Mobilioo, S., 3507 
Mohan, S., 2946 
Moller, C., 3578 
Morante, S., 3507 
Mori, M., 3351 
Morliére, P., 3470 
Moss, G. W. J., 3296 


Miiller, D. J., 3578 
Miiller, P., 3315 


Nachliel, E., 2987, 3001 
Nagle, J. F., 3324 
Nakai, J., 3230 

Niggli, E., 3134 

Niu, S-L., 3408 
N@rager, S., 3049 
Nordgren, C. E., 2906 
Nuzzo, S., 3507 


Ocko, B. M., 3558 
Oddershede, L., 3152 
Oesterhelt, D., 3578 
Oesterhelt, F., 3578 
Ohno, M., 3351 
Okonogi, T. M., 3446 
Oliveira, R. G., 3416 


Paci, E., 3032 
Paolini, C., 3230 
Pastrana, E. A., 3637 
Paterlini, M. G., 3012 
Perez, E., 3675 
Petoukhov, M. V., 3113 
Phillips, D., 3589 
Pincet, F., 3675 
Piolot, T., 3570 
Protasi, F., 3230 
Punta, M., 3283 


Ratto, T. V., 3380 
Ravalet, S., 3570 
Reese, A. W., 3446 
Regnier, M., 3425 
Riccio, P., 3507 
Rickling, S., 3675 
Robinson, B. H., 3446 
Romanenko, V. G., 3211 
Rooney, L. A., 3304 
Roska, B., 3607 

Roth, M., 3049 
Rothblat, G. H., 3211 
Ruan, Q., 3177 


Saam, J., 3097 

Saenger, W., 3066 

Salesse, C., 3558 

Sanchez, D., 3296 
Schreiber, S., 3315 
Schulten, K., 3097, 3435 
Schweitzer-Stenner, R., 3637 
Settanni, G., 3533 
Shakhnovich, E. I., 3525 
Shevchuk, A. I., 3296 
Shimono, K., 3482 
Shinada, T., 3460 
Shinkarev, V. P., 2885 
Shoshan-Barmatz, V., 3223 
Siegel, J., 3589 

Siegel, M. S., 3607 

Silver, P. A., 3626 





AUTHOR INDEX 


Sinha, N., 2946 
Smith-Gill, S. J., 2946 
Sobolevsky, A. I., 3304 
Séderman, O., 3596 
Spohr, H. A., 3296 
Stanley, H. E., 3525 
Stiibner, M., 3553 
Subramaniam, V., 3499 
Suhling, K., 3589 
Svergun, D. I., 3113 
Swanson, J. A., 3652 


Tajkhorshid, E., 3097 


Tanaka, K., 3351 

Tang, J., 3245 

Tareste, D., 3675 
Tobias, D. J., 2906 
Topgaard, D., 3596 
Torre, V., 3283 
Torriani, I., 3513 
Tramier, M., 3570 
Tristram-Nagle, S., 3324 
Tseng, Y., 3162 


Ulrich, A. S., 3336 


Vagedes, P., 3066 


Vaknin, D., 3558 
Vanderleyden, J., 3499 
Varani, G., 3542 
Vassiliev, I. R., 2885 
Vendruscolo, M., 3032 
Vever-Bizet, C., 3470 
Vodyanoy, I., 3296 
Voth, G. A., 3357 


Wang, E., 
Wang, H., 
Wang, J., 
Webb, S. 


32 
E 


Whitaker, M., 3296 
Wilmanns, M., 3435 
Winslow, R. L., 2918 
Winter, R., 3490 
Wirtz, D., 3162 
Wollmuth, L. P., 3304 


Yodh, J. G., 3619 
Yoshihara, K., 3460 


Zhang, Z., 3245 

Zheng, X-G., 3460 
Zhou, H-X., 2981, 3126 
Zybailov, B., 2885 


Biophysical Journal 83(6) 3682-3683 





Aartsma, T. J., 1701 
Abdel-Gawad, W., 3393 
Abresch, E. C., 2440 
Ackerman, J. J. H., 2856 
Adams, B. A., 3256 
Adams, S. V., 3268 
Afdhal, N. H., 1465 
Aime, S., 2248 
Al-Azzam, W., 3637 
Alexov, E. G., 1731 
Allard, P., 2812 

Allen, P. D., 3230 
Allen, T. W., 263 
Alley, S. C., 3446 
Alon, R., 2318 

Alvis, S. J., 2026 
Amoresano, A., 2248 
Amrein, M., 547 
Andersen, C., 309 
Anderson, T. G., 2039 
Angelo, K., 1997 
Angelova, M. I., 932 
Annila, A., 484, 1177 
Anselmi, C., 2408 
Antzutkin, O. N., 1205 
Arias, J. M., 229 
Arndt-Jovin, D. J., 1631 
Arnold, A., 2667 
Arnott, A., 1421 
Arrondo, J. L. R., 2280 
Arseniev, A. S., 144 
Asami, K., 219 
Asbury, C. L., 491 
Atilgan, A. R., 699 
Auger, M., 2074 
Austin, R. H., 2170 
Ayton, G., 1026, 3357 


Bata, P., 794 

Baatz, J. E., 2126 

Bach, D., 2053 

Bacia, K., 1184 
Backendorf, C., 1106, 1119 
Bahar, I., 663 

Bain, A. D., 2053 
Bakajin, O., 2170 

Baker, N. A., 1374 
Bakowsky, U., 2096 
Balaban, N. Q., 1380 
Balashev, K., 2617 
Balbach, J. J., 1205 
Bandyopadhyay, A., 2539 
Banks, A. A., 2856 
Bannister, R. A., 3256 
Barber, K. R., 345 
Bardenhagen, S. G., 1026 
Baroni, S., 2248 

Barry, N. P., 1682 

Barth, A., 2864 

Bartol, T. M., Jr., 2333 
Bash, R., 3619 

Bathe, M., 1917 
Baumgart, T., 1489 


Biophysical Journal Volume 83 December 2002 3684-3888 


AUTHOR INDEX 


Baxter, D. A., 2349 
Bayley, H., 3202 
Baylor, D. A., 184 
Baysal, C., 699 
Beam, K. G., 3230 
Beard, D. A., 79, 2879 
Beddard, G. S., 458 
Behne, M. J., 1682 
Bell, M. G., 1950 
Bell, W. R., 836 
Bennett, N., 920 
Benton, D. C. H., 3296 
Bentz, J., 1501, 2652 
Benz, R., 309 
Bercovier, M., 776 
Berg-Sgrensen, K., 3152 
Bernatchez, G., 1429 
Berrou, L., 1429 
Berry, H., 1891 
Berry, M., 1661 
Berry, R. S., 2475 
Bers, D. M., 587 
Bershadsky, A., 1380 
Bethke, C. M., 1797 
Beyer, K., 1465 
Bhalla, U. S., 740, 1298 
Bhat, M. B., 2539 
Bickel, T., 3079 
Biggin, P. C., 633, 1867 
Bigotti, M. G., 2845 
Bjornholm, T., 98, 2617 
Blake, A. W., 458 
Blasie, J. K., 1259, 2906 
Blaudez, D., 3558 
Block, S. M., 491 
Bon, C., 1578 
Bond, J. E., 1716 
Bond, P. J., 763 
Bonneau, S., 3470 
Botelho, M. M., 3513 
Bottin, H., 1760 
Boucher, Y., 1650 
Boustany, N. N., 1691 
Boxer, S. G., 3371 
Brand, L., 605 
Brandenburg, K., 322 
Brandes, R., 587 
Bransburg-Zabary, S., 2987, 
3001 
Brasselet, S., 2681 
Brault, D., 3470 
Bret, C., 3049 
Brezina, V., 2180 
Briggs, J. M., 2370 
Briki, F., 1774 
Brinkmann, A., 2835 
Brockman, H. L., 1511, 1535 
Brockwell, D. J., 458 
Brown, E. B., 1650, 1834 
Brown, K. A., 3113 
Brown, R. E., 1535 
Brown, S., 3152 
Broyde, S., 382 


Bruinsma, R., 3079 
Buldyrev, S. V., 3525 
Burdick, M. M., 836 
Burroughs, N. J., 1784 
Busath, D. D., 880, 1974 
Byrdin, M., 433 

Byrne, J. H., 2349 


Caffrey, M., 3393 
Calabrese, B., 2560 
Caldwell, J. H., 278 
Callisen, T. H., 2617 
Calvo, R., 2440 
Cannell, M. B., 2 
Carazo, J. M., 619 
Cardenas, L. M., 5 
Casella, L., 2248 
Castrignano, T., 3542 
Cavatorta, P., 3507 
Chalovich, J. M., 1039 
Chan, S. S., 2170 
Chang, R., 1902 
Charras, G. T., 858 
Chase, P. B., 3425 
Chen, C., 1403 
Chen, G., 2202 
Chen, H., 1834 
Chen, K., 753, 2370 
Chen, S., 2318 
Chen, Y., 3177 
Chen, Y-d., 2360 
Cheng, F., 753 

Cheng, H., 242, 2511 
Cheng, J-X., 502 

Cheng, Y., 2202 
Cherezov, V., 3393 
Chernomordik, L. V., 2634 
Chillemi, G., 3542 
Chirikjian, G. S., 1620 
Chiu, S. W., 1842 
Chizhov, I., 3490 

Cho, J. A., 2522 

Cho, S-J., 2522 

Chou, C-F., 2170 
Choudhary, G., 912 
Chrétien, D., 1317 
Christensen, K., 3652 
Chu, S., 3371 

Chung, S-H., 263, 1348 
Cinelli, S., 1157 
Clarkson, J., 458 
Clayton, A. H. A., 1631 
Clegg, R. M., 1682 
Clogston, J., 3393 
Cogdell, R. J., 1701 
Cohen-Kashi, M., 1395 
Cole, C. D., 1974 
Colombini, M., 2550 
Colomo, F., 2142 
Cooper, C. E., 2845 
Coppey, J., 3570 
Coppey-Moisan, M., 3570 
Corazza, A., 2231 


Corfield, A. P., 1661 

Corrie, J. E. T., 2864 

Corry, B., 1348 

Costello, C. E., 1716 

Cotlet, M., 3499 

Cotten, M., 1974 

Covell, D. G., 663 

Cox, E. C., 2170 

Craven, J., 1177 

Cross, T. A., 880, 1974, 2084, 
3336 

Crowe, J. H., 2625 

Cruz, J. S., 59 

Cui, M., 2370 

Cui, Q., 2457 

Curto, M., 2248 

Cutruzzola, F., 2845 


Dahim, M., 1511 

Dai, Q-h., 1613 

d’ Alcantara, P., 5 
Dalcol, I., 1194 

Dale, R. E., 1050 
Damberg, P., 2812 
Damelin, M., 3626 
Dante, S., 2610 
Darnton, N., 2170 
Darszon, A., 3296 
Datta, S., 3665 

Davis, D. M., 3589 
Davis, J. S., 359 
De-Alarco6n, P. A., 619 
DeFelice, L. J., 3268 
DeGrado, W. F., 1613 
Dekker, J. P., 2190 
DelPrincipe, F., 3134 
Dencher, N. A., 2610 
de Oliveira, C. L. P., 3513 
De Santis, P., 2408 
Desbat, B., 3558 

De Schryver, F. C., 3499 
Desideri, A., 3542 
Desmadril, M., 2792 
Deutsch, M., 1395 
Devaux, P. F., 1443 
Deverin, S. P., 1716 

de Vocht, M. L., 112 
Diacovo, T. G., 194 
Diamond, S. L., 194 
Dianoux, A. J., 1578 
Dilly, K. W., 59 

Dima, R. I., 1268 

Ding, F., 3525 

Di Paolo, M. L., 2231 
Dirix, G., 3499 

Dluhy, R. A., 2126 
Doerschuk, C. M., 1917 
Doggett, T. A., 194 
Dokholyan, N. V., 3525 
Dommersnes, P. G., 2898 
Dong, F., 1341 

Dong, S., 3245 

Doucet, J., 1774 





AUTHOR INDEX 


Doyle, F. J., Il, 1331 
Drakenberg, T., 1177 
Dreyer, J. K., 3152 
Drezek, R., 1691 
Dubielecka, P. M., 954 
Dubovskii, P. V., 144 
Dudley, S. C., Jr, 912 
Dufourc, E. J., 2667 
Duke, T., 2170 

Dunn, R. C., 1421 
Dunne, J., 2845 
Durand, D., 2792 
Durell, S. R., 663 
Durieux, C., 3570 


Eady, N. A. J., 3113 

East, J. M., 2026 
Edelstein-Keshet, L., 1237 
Edwards, C. R. W., 3296 
Edwards, J. S., 646, 1331 
Edwards, S., 1348 
Efremov, R. G., 144 
Egelhaaf, S. U., 1106 
Eggeling, C., 605 

Egger, M., 3134 
El-Sayed, M. A., 1557, 1589 
Endres, D., 1217 
Engberts, J. B. F. N., 2096 
Engelhard, M., 3490 

Enz, M., 1854 

Epand, R. M., 2053 
Epstein, N. D., 359 
Erickson, G. R., 2502 
Eriksson, M. A. L., 2595 
Ervin, J., 473 

Eskandari, S., 968 
Etchebest, C., 1774 


Fahsel, S., 334 

Famili, I., 2879 

Fan, H., 3665 

Fanani, M. L., 3416 
Faraldo-Gémez, J. D., 763 
Fasano, A., 3507 
Fasano, M., 2248 
Feeling-Taylor, A. R., 1147 
Feher, G., 2440 
Fernandes, M. X., 3039 
Fernandez, A., 2475 
Ferrand, M., 1578 
Ferreira, S. T., 3513 
Ferrer, Y., 3637 

Field, M. J., 3049 
Fleischer, S., 2491 
Flyvbjerg, H., 1317 
Forstner, M. B., 2109 
Fournier, J-B., 2898 
Frank, J. E., 3188 
Franks, K. M., 2333 


Franzini-Armstrong, C., 2742, 


3230 
French, P. M. W., 3589 
Friedrich, J., 3553 
Fromme, P., 433, 1760 
Frost, A. S., 1974 


Fryer, M., 2845 

Fu, W., 2370 

Fujisawa, T., 1074 
Fuller, N. L., 977 
Furutani, Y., 1130, 3482 


Galkin, O., 1147 

Gall, K., 605 

Galla, H-J., 547 
Galliano, M., 2248 
Gan, H. H., 2781 

Gao, M., 3435 

Garcia de la Torre, J., 3039 
Gasset, M., 2280 
Gaub, H., 3578 
Gautier, I., 3570 
Geiger, B., 1380 
Geller, M., 794 
Gennerich, A., 510 
Georgescu, R. E., 1731 
Gergely, C., 706 
Gerson, J. H., 2726 
Gincel, D., 3223 
Giralt, E., 1194 
Girdhar, G., 194 
Glaser, M., 3177 
Golbeck, J. H., 2885 
Goldman, Y. E., 1050 
Gomora, J. C., 229 
Gonzalez, A., 2511 
Goodyear, D., 345 
Gordon, A. M., 3425 
Gordon, D. J., 1205 
Gorelik, J., 3296 
Gorostiza, P., 1194 
Gowen, J. A., 880 
Gowers, D., 1661 
Grage, S. L., 3336 
Gralle, M., 3513 
Grant, C. W. M., 345 
Graslund, A., 2812 
Gratkowski, H., 1613 
Gratton, E., 334, 1682, 3177 
Greenfield, N. J., 2754 
Greenstein, J. L., 2918 
Greenwood, A., 3665 
Grego, S., 3152 
Griebenow, K., 3637 
Grochowski, P., 794 
Gronenborn, A. M., 2826 
Gruebele, M., 473 
Grunnet, M., 1997 
Gu, Y., 3296 
Guerrero, G., 3607 
Guia, A., 2575, 2587 
Guilak, F., 2502 
Gundersen, C. B., 968 
Gunner, M. R., 1731 
Guo, W., 1465 

Gupta, A., 619 
Gutman, M., 416, 2987, 3001 
Guy, H. R., 2325 


Ha, T., 3371 
Haas, H., 3507 


Habuchi, S., 3499 
Haddad, P. R., 3351 
Hagen, S. J., 2872 
Hager, G. L., 3619 
Haldrup, A., 2190 
Hall, C. K., 819 
Hallin, L., 2015 
Hallock, K. J., 1004 
Hamanaka, T., 3460 
Hamilton, J. A., 1465 
Han, X., 3245 
Hanley, Q. S., 1631 
Hanne, J., 2211 
Hanson, K. M., 1682 
Harding, S. E., 3296 
Harrer, R., 899 
Hartel, S., 3416 
Hasebe, K., 3351 
Hatchikian, E. C., 3049 
Hauss, T., 2610 
Hayashi, S., 1281, 3097 
Hazlet, T. L., 334 
Hecht, C., 3553 
Heerklotz, H., 2693 
Heine, H., 322 
Heinze, K. G., 1671 
Hellerer, T., 407 
Helmerson, K., 1965 
Hemmerlé, J., 706 
Herrmann, A., 1525, 3315 
Hess, B., 2393 

Hess, S. T., 2300 
Heyes, C. D., 1557 
Hingerty, B. E., 382 
Hinnah, S. C., 899 
Hiraki, K., 3460 
Hirsch, R. E., 1147 


Hitchcock-DeGregori, S. E., 


2754 
Hoang, T. X., 3533 
Hoekstra, D., 2096 
Hofkens, J., 3499 
Hofmann, C., 1701 
Holopainen, J. M., 932 
Hom, E. F. Y., 533 
Hopkins, P. B., 3446 
Hoppe, A., 3652 
Horber, J. K. H., 706, 2522 
Horton, M. A., 858 
Howard, T. D., 1701 
Howell, K. E., 278 
Howell, P., 2126 
Howorka, S., 3202 
Hsieh, C-E., 2491 
Hu, W., 3351 
Huang, J., 1014, 2781 
Huang, Q., 3637 
Huang, W., 3245 
Huang, X., 2370 
Hubbard, J. B., 1965 
Huber, T., 1465 
Hui, S. W., 2064 
Hunt, A. J., 42 
Huynh, T., 681 


Ihalainen, J. A., 2190 


Ikkala, O., 2240 
Ikonen, T., 1177 
Ildefonse, M., 920 
lloro, I., 2280 
Imamoto, Y., 1567 
Imtiaz, M. S., 1877 
Inesi, G., 2327 
Inouye, H., 1716 
Isaacson, R. A., 2440 
Isacoff, E. Y., 3607 
Ishida, H., 322 
Iwamoto, H., 1074 
Iwamoto, M., 427, 1130, 3482 


Jadhav, S., 836 

Jafri, M. S., 59 
Jagannathan, K., 1902 
Jager, S., 605 

Jahnz, M., 1671 

Jain, R. K., 1650, 1834 
Jakobsson, E., 1842 
Jamshidi, N., 646 
Jang, H., 819 
Janmey, P. A., 566 
Janosi, I. M., 1317 
Jantzen, B. C., 1098 
Jaramillo, F., 3188 
Jarvet, J., 2812 

Jena, B. P., 2522 
Jensen, M. O., 98 
Jensen, P. E., 2190 
Jensen, T. R., 98 
Jernigan, R. L., 663, 1620 
Jespersen, T., 1997 
Jesse, W., 1106, 1119 
Ji, R., 2370 

hia ¥-K S02 

Jia, Z., 2202 

Jiang, H., 753, 2370 
Jiang, Y., 1403 

Jin, Q., 1797 
Joglekar, A. P., 42 
John, K., 1525, 3315 
Johnson, J. M., 3371 
Jordan, P., 433 
Jordan, P. C., 1, 1235 
Jorgensen, K., 2625 
Josephson, I. R., 2575, 2587 
Jovin, T. M., 1631 
Jung, P., 87 

Juranka, P., 2560 


Kaasgaard, T., 2625 

Kamath, S., 135 

Kamm, R. D., 1917 

Kamo, N., 427, 1130, 3351, 
3482 

Kandori, H., 1130, 3482 

Karplus, M., 3032 

Kiis, J. A., 2109 

Kask, P., 605 

Kataoka, M., 1567 

Kauffman, K. J., 646 

Keiderling, T. A., 2259 

Kelly, I., 2074 


Biophysical Journal 83(6) 3684-3888 





3686 


Kelly, M., 2522 
Kemnitz, K., 3570 
Keskin, O., 663 
Kessler, M., 3578 
Ketelaars, M., 1701 
Kikuta, T., 172 

Kilic, G., 849 

Killian, J. A., 1479 
Kim, D. H., 371, 2539 
Kim, J-M., 3460 

Kim, M. K., 1620 
Kim, S., 2084 

Kim, S. K., 371 
Kinnunen, P. K. J., 932, 954 
Kirschner, D. A., 1716 
Kishore, R., 1965 
Kiso, M., 322 

Kito, Y., 3460 

Kjaer, K., 98 

Klaerke, D. A., 1997 
Klein, H., 1429 

Klein, M. L., 1259, 2906 
Kleinschmidt, J. H., 994 
Klenerman, D., 3296 
Klink, B. U., 3490 
Ktushin, L., 2826 
Knapp, E-W., 3066 
Knebel, D., 547 

Ko, J., 2781 

Koch, M. H. J., 322 
Koch, S. J., 1098 
Koeppe, R. E., Il, 1479 
Kogan, M. J., 1194 
Kohler, J., 1701 

Kole, T. P., 3162 
Kolinski, A., 2801 
Konstantopoulos, K., 836 
Korchev, Y. E., 3296 
Kostyukova, A., 2716 
Kothari, N. H., 3665 
Koubassova, N. A., 1082 
Koutalos, Y., 1403 
Kozlov, M. M., 2634 
Kozlovsky, Y., 2634 
Krauss, N., 433, 1760 
Krieger, I., 2716 
Kriiger, M., 2152 
Kubelt, J.. 1525, 3315 
Kuchel, P. W., 161 
Kudo, S., 733 

Kulin, S., 1965 

Kumar, S., 1595 
Kundu, S., 723 

Kurze, V., 1465 
Kuwana, E., 1165 
Kuyucak, S., 263, 
Kuznetsov, Y. G., 


Lab, M. J., 3296 

Labrot, T., 2667 

LaConte, L. E. W., 1854 

Lakatta, E. G., 242, 2575, 
2587 

Lambert, O., 1443 

Lang, M. J., 491 


Lange, Y., 2118 
Lapp, A., 1106 
Larios, E., 473 
Laurenzi, I. J., 194 
Lavoie, H., 3558 
Lawrence, M. B., 2320 
Laws, W. R., 2767 
Lawshé, A., 194 
Lear, J. D., 1613 
Lebeau, L., 3675 
Lechleiter, J. D., 2292 
Lederer, W. J., 59 
Lee, A. G., 2026 
Lee, D-K., 1004 
Lee, H. M., 371 
Lee, J. Y., 371 
Lee, J-H., 229 
Lee, S., 371 
Lee, Y-A., 371 
Legleiter, J., 3324 
Lehmann, M. S., 1578 
Lehre, K. P., 125 
Leidy, C., 2625 
Lester, H. A., 206 
Lévéque-Fort, S., 3589 
Levine, H., 1361 
Levitan, I., 3211 
Levitt, M. H., 2835 
Lewis, D., 2327 

i, G., 2457 

i, M., 206 

1, X., 912 

i, X. X., 2550 

i, X-M., 1511, 1535 
Liang, S-d., 79 
Lim, A., 1716 
Lin, D-T., 2292 
Lin, J-H., 1374 
Lindblom, G., 2702 
Linder, M., 2240 
Lindsay, S. M., 3619 
Eank, 'S;, 1557 
Lipschultz, C. A., 2946 
Litman, B. J., 3408 
Liu, R., 2202 
Liu, X., 2705 
Liu, Y., 3324 
Lizarbe, M. A., 2280 
Lohr, D., 3619 
Longo, M. L., 3088, 3380 
Loomis, W. F., 1361 
Loots, E., 3607 
Lapez; C_F., 1259 
Lopez-Iglesias, C., 1194 
Luo, X., 753, 2370 
Lyubartsev, A., 566 


Ma, J., 2539 
MacDonald, R. C., 556 
Maddox, M. W., 3088 
Maéda, Y., 2716 
Magariyama, Y., 733 
Maggio, B., 3416 
Mahadevan, R., 1331 
Majhenc, J., 944 


Biophysical Journal 83(6) 3684-3888 


Majoul, I. V., 1184 
Mally, M., 944 
Mandal, P. K., 252, 1413 
Mantulin, W. W., 3177 
Mapes, E. J., 880 
Marion, D., 2074 
Maritan, A., 3533 
Mark, A. E., 112 
Markham, J. C., 880 
Markin, V., 3188 
Marko, M., 2491 
Markova, N., 2015 
Marrink, S-J., 2386 
Martin, D. S., 2109 
Martyn, D. A., 3425 
Mashl, R. J., 1842 
Matsumoto, A., 22 
Matsuura, M., 322 
Mattinen, M-L., 1177 
Matveev, V., 1368 
Mauro, T. M., 1682 
May, S., 2969 
Maziére, J-C., 3470 
Mazzolini, M., 3283 
McCammon, J. A., 1374 
McCarty, O. J. T., 836 
McConnell, H. M., 2039, 
2681 
McKee, T. D., 1650 
McMaster, T. J., 1661 
McMurtry, P., 1026 
McPherson, A., 3665 
Meiselman, H. J., 2482 
Meissner, G., 242 
Melliti, K., 3256 
Melton, J. S., 723 
Meneghini, C., 3507 
Meredith, S. C., 1205 
Mets, U., 2812 
Michailova, A., 3134 
Micheletti, C., 3533 
Michiels, J., 3499 
Michonova-Alexova, E. I., 
1820 
Migliorini, C., 1834 
Mignotte, V., 3570 
Mihara, K., 1567 
Miles, M. J., 1661 
Minchiotti, L., 2248 
Mioskowski, C., 3675 
Mischel, P. S., 968 
Mishra, J., 1298 
Misquitta, Y., 3393 
Mistrik, P., 1953 
Mittal, A., 2652 
Mizuno, N. K., 1511 
Mobilioo, S., 3507 
Moerner, W. E., 2681 
Mogilner, A., 1237 
Mohan, S., 2946 
Moller, C., 3578 
Momsen, M. M., 1511, 1535 
Momsen, W. E., 1511 
Montal, M., 1259 
Monzani, E., 2248 


Moore, P. B., 1259 
Moore-Nichols, D., 1421 
Morante, S., 3507 

Mori, M., 3351 
Morliére, P., 3470 
Morris, C. E., 2560 
Morrison, S. E., 880 
Morrow, M. R., 345 
Mosberg, H. I., 1004 
Moshkov, S., 1395 
Moss, G. W. J., 3296 
Mouritsen, O. G., 98, 2625 
Moy, V. T., 2270 
Miiller, D. J., 3578 
Miller, M., 322 

Miiller, P., 1525, 3315 
Muneyuki, E., 1749 
Munn, L. L., 1834 
Murbartian, J., 229 


Nachliel, E., 416, 2987, 3001 
Nagai, Y., 219 
Nagaoka, Y., 219 
Nagel, R. L., 1147 
Nagle, J. F., 3324 
Nakagawa, M., 1136 
Nakai, J., 3230 
Nedbal, L., 2180 
Neelamegham, S., 1934 
Neil, J. J., 2856 
Nelson, W., 1854 
Neu, B., 2482 
Nicholls, P., 2845 
Nicoletta, A., 2781 
Nielsen, L. K., 2617 
Nielsen, M. S., 1997 
Niggli, E., 3134 
Nishikawa, Y., 1074 
Nishimura, S. Y., 2681 
Nishioku, Y., 1136 
Nitanai, Y., 2716 
Nitao, L. K., 2733 
Niu, S-L., 3408 
Noah, J. E., 2781 
Noguchi, H., 299 
Nolde, D. E., 144 
Norager, S., 3049 
Nordeen, M. H., 278 
Nordenskiéld, L., 566 
Nordgren, C. E., 2906 
Nussinov, R., 1595 
Nuzzo, S., 3507 


Oberle, V., 2096 
Ocko, B. M., 3558 
Oda, R., 2667 
Oddershede, L., 3152 
Oesterhelt, D., 416, 3578 
Oesterhelt, F., 3578 
Offenhausser, A., 1489 
Ohno, M., 3351 
Ohtani, H., 1749 
Okamura, M. Y., 2440 
Okazaki, T., 219 
Okonogi, T. M., 3446 





AUTHOR INDEX 


Olesen, S-P., 1997 
Oliveira, R. G., 3416 
Olmo, N., 2280 
Olmsted, P. D., 458 
Olson, W. K., 22, 382 
Omnaas, J., 1004 
Onori, G., 1157 
Oridd, G., 2702 
Orlik, F., 309 
Osvath, S., 473 
Otzen, D. E., 2219 
Ouwerkerk, N., 2835 
Oyler, N. A., 1205 


Paaikk6nen, K., 1177 
Pabit, S. A., 2872 
Paci, E., 3032 
Paciaroni, A., 1157 
Pagés, F., 920 
Pajerowski, J. D., 646 
Palm, T., 2754 

Palo, K., 605 
Palsson, B. O., 646, 808, 2879 
Pan, Z., 2539 

Paolini, C., 3230 
Papish, A. L., 1455 
Parbel, A., 407 
Parent, L., 1429 
Park, C-S., 2528 
Parnas, H., 776 
Pascual-Montano, A., 619 
Pasquali, S., 2781 
Pastrana, E. A., 3637 
Paterlini, M. G., 3012 
Pedigo, S., 1809 
Perez, E., 3675 
Pérez, J., 2792 
Perez-Reyes, E., 229 
Perlow, R. A., 2781 
Peters, G. H., 98 
Petkova, A. T., 1205 
Petoukhov, M. V., 3113 
Petsev, D. N., 1147 
Pézolet, M., 2074 
Pfitzer, G., 2152 
Phillips, D., 3589 
Phillips, G. N., Jr., 
Pincet, F., 3675 
Piolot, T., 3570 
Piroddi, N., 2142 
Pluen, A., 1650 
Poggesi, C., 2142 
Pollack, G. H., 2705 
Pollesello, P., 484 
Polushkin, E., 2096 
Pons, M., 1194 

Pons, R., 1194 
Pospiech, E-M., 334 
Pozharski, E., 556 
Price, N. D., 2879 
Pritchard, S., 2502 
Protasi, F., 3230 
Pucci, P., 2248 
Punta, M., 3283 


Qian, H., 79 


Qian, Y. H., 1834 


Raap, J., 2835 
Radford, S. E., 458 
Ragno, M., 920 
Ramamoorthy, A., 1004 
Ramanujan, S., 1650 
Rand, R. P., 977 
Rappel, W-J., 1361 
Rarbach, M., 1671 
Rath, B. K., 2491 
Ratto, T. V., 3380 
Ravalet, S., 3570 
Reeder, B. J., 2845 
Reese, A. W., 3446 
Regan, D. G., 161 
Regnier, M., 3425 
Reichelt, R., 547 
Reisler, E., 2726, 2733 
Rengifo, J., 2511 
Resetar, A. M., 1039 
Riccio, P., 3507 
Richard, J-A., 2074 
Rickling, S., 3675 
Rigaud, J-L., 1443 
Rigler, R., 2812 

Rigo, A., 2231 

Rios, E., 242, 2511 
Riveline, D., 1380 
Robillard, G. T., 112 
Robinson, B. H., 3446 
Rognlien, K. T., 2522 
Romanenko, V. G., 3211 
Roncaglia, P., 1953 
Rooney, L. A., 3304 
Rosales, R., 2511 
Roska, B., 3607 

Ross, J. B. A., 2767 
Roth, M., 3049 
Rothblat, G. H., 3211 
Round, A. N., 1661 
Roux, B., 2595 
Rovira-Bru, M., 2419 
Roy, S., 2781 

Ruan, Q., 3177 
Rubenstein, P. A., 2726 
Rubin, R. J., 2360 
Rusakov, D. A., 125 
Rusinova, E., 2767 
Russo, D., 2792 


Saam, J., 3097 
Saenger, W., 3066 
Safran, S. A., 1380 
Sakurai, T., 172 
Salesse, C., 3558 
Salzano, A. M., 2248 
Samori, B., 2408 
Sampath, A P.. 184 
Sanchez, D., 3296 


Sansom, M. S. P., 633, 763, 


1867, 2393 
Sanson, A., 681 
Sanz, F., 1194 
Satorius, C. L., 359 


Sayer, B. G., 2053 
Scarpa, M., 2231 
Schaaf, P., 706 
Scheer, H., 407 
Scheller, H. V., 2190 
Schild, D., 510 
Schlick, T., 2781 
Schiodder, E., 433 
Schmidt, J., 1701 
Schmidtke, D. W., 194 
Schreiber, S., 3315 
Schulten, K., 154, 473, 1281, 
3097, 3435 
Schumaker, M. F., 880 
Schwarz, U. S., 1380 
Schweitzer-Stenner, R., 523, 
3637 
Schwille, P., 1184, 1671 
Scipioni, A., 2408 
Scott, H. L., 1842 
Scroggs, R. S., 5 
Seelig, J., 1547 
Sehy, J. V., 2856 
Sejnowski, T. J., 2333 
Sen, A., 2064 
Senger, B., 706 
Serimaa, R., 1177, 2240 
Sétif, P., 1760 
Settanni, G., 3533 
Sevick-Muraca, E. M., 1165 
Seydel, U., 322 
Shaevitz, J. W., 491 
Shakhnovich, E. I., 3525 
Shang, L., 912 
Shangguan, T., 2652 
Shanmukh, S., 2126 
Sharpe, S., 345 
Shea, M. A., 2767 
Shen, J., 753, 2370 
Sherman, A., 1368 
Shevchuk, A. I., 3296 
Shibazaki, C., 1749 
Shimono, K., 427, 1130, 3482 
Shin, D. W., 2539 
Shinada, T., 3460 
Shinkarev, V. P., 2885 
Shirai, A., 1917 
Shoemaker, S. D., 2007 
Shoshan-Barmatz, V., 3223 
Shrivastava, I. H., 633 
Shuai, J-W., 87 
Shundrovsky A., 1098 
Sieber, M., 547 
Siegel, J., 3589 
Siegel, M. S., 3607 
Sieneart, I., 2292 
Silver, P. A., 3626 
Singh-Zocchi, M., 2211 
Sinha, N., 2946 
Skolnick, J., 2801 
Smith, D. A., 458 
Smith, D. W., 1877 
Smith, J. C., 681 
Smith, M. R. J., 2320 
Smith, S. G., 968 


Smith-Gill, S. J., 2946 
Smolen, P., 2349 
Smondyrev, A. M., 1026, 
1987 
Sobie, E. A., 59 
Sobolevsky, A. I., 3304 
Séderlund, T., 932, 954 
Séderman, O., 3596 
Soeller, C., 2 
Soh, H., 2528 
Soll, J., 899 
Song, L-S., 242 
Sorensen, B. R., 2767 
Sorensen, D. C., 723 
Sparr, E., 2015 
Spohr, H. A., 3296 
Springer, T. A., 2318 
Srinivasan, A. R., 382 
Stanley, H. E., 3525 
Steck, T. L., 2118 
Stehle, R., 2152 
Stehlik, D., 433 
Steinbauer, B., 1547 
Stelea, S. D., 2259 
Stephens, J. M., 1039 
Stern, M. D., 242, 2511, 2575, 
2587 
Stevanato, R., 2231 
Stoll, S., 1661 
Strandberg, E., 1479 
Stiibner, M., 3553 
Subramaniam, V., 1631, 3499 
Sudo, Y., 427, 1130 
Sugar, I. P., 1820 
Suhling, K., 3589 
Sui, S-f., 985 
Sukharev, S., 290 
Sun, D., 2781 
Svergun, D. I., 3113 
Sveshnikova, N., 899 
Svetina, S., 944 
Svistunenko, D. A., 2845 
Swanson, J. A., 3652 
Swillens, S., 5 
Szleifer, I., 2419 
Szule, J. A., 977 


Tabarean, I. V., 2560 

Tajkhorshid, E., 154, 1281, 
3097 

Takasu, M., 299 

Takekura, H., 2742 

Takeshita, K., 1567 

Tamm, L. K., 994 

Tan, A., 1547 

Tan, H., 2202 

Tanaka, K., 3351 

Tang, J., 3245 

Tang, J. X., 566 

Tang, P., 252, 1413 

Tareste, D., 3675 

Tari, L. W., 1455 

Tcherkasskaya, O., 2826 

Tegenfeldt, J. O., 2170 

Terakawa, S., 172 


Biophysical Journal 83(6) 3684-3888 





3688 


Terazima, M., 1136, 1567 
Tesi, C., 2142 

Thakor, N. V., 1691 
Thirumalai, D., 1268 
Thomas, D. D., 1854 
Thomas, P. J., 1361 
Thompson, D. H., 2419 
Thompson, N., 1974 
Thompson, R. J., 278 


Tieleman, D. P., 633, 1501, 


2386, 2393 
Tittor, J., 416 
Tobias, D. J., 2906 
Tokunaga, F., 1567 
Topgaard, D., 3596 
Torkkeli, M., 2240 
Torre, V., 1953, 3283 
Torriani, I., 3513 
Traikia, M., 1443 
Tramier, M., 3570 
Trinick, J., 458 
Tristram-Nagle, S., 3324 
Trylska, J., 794 
Tsaturyan, A. K., 1082 
Tseng, Y., 3162 
Tsuboi, T., 172 
Tsuda, M., 1136 
Turnay, J., 2280 
Tycko, R., 1205 
Tzafriri, A. R., 776 


Ulrich, A. S., 3336 
Umbach, J. A., 968 


Vafai, J., 2781 
Vagedes, P., 3066 
Vaknin, D., 3558 


van Dam, L., 2835 

van der Heide, U. A., 1050 

Vanderleyden, J., 3499 

Vanderlick, T. K., 2007 

van der Maarel, J. R. C., 
1106, 1119 

van der Wel, P. C. A., 1479 

van Grondelle, R., 2190 

van Helden, D. F., 1877 

VanScyoc, W. S., 2767 

van Stokkum, I. H. M., 2190 

Varani, G., 3542 

Vassiliev, I. R., 2885 

Vekilov, P. G., 1147 

Vendruscolo, M., 3032 

Verkman, A. S., 533 

Vernon, G. G., 2162 

Vever-Bizet, C., 3470 

Vials, J., 2801 

Visser, W. H., 2096 

Vodyanoy, I., 3296 

Voegel, J-C., 706 

Voelz, V., 1854 

Vogel, H. J., 1455 

Volynsky, P. E., 144 

Voth, G. A., 1026, 1987, 3357 

Vrijic, M., 2681 


Wachtel, E., 2053 
Wada, Y., 1749 
Wagenknecht, T., 2491 
Wagner, R., 899 
Wakayama, J., 1074 
Waltho, J., 1177 
Wand, A. J., 1613 
Wang, E., 3245 

Wang, F., 985 


Biophysical Journal 83(6) 3684-3888 


Wang, H., 3619 


Wang, J., 1557, 1589, 3245, 


3336 
Wang, L., 382, 2781 
Wang, M. D., 1098 
Wang, S-Q., 242 
Warschawski, D. E., 1443 
Webb, S. E. D., 3589 
Webb, W. W., 2300 
Wennerstrém, H., 2015 
Westerman, P. W., 2702 
Whitaker, M., 3296 
Wiback, S. J., 808 
Williams, R. C., Jr., 1809 
Williamson, I. M., 2026 
Wilmanns, M., 3435 
Wilson, M. T., 2845 
Winslow, R. L., 2918 
Winter, R., 334, 3490 
Wirtz, D., 3162 
Wojcikiewicz, E., 2270 
Wollmuth, L. P., 3304 
Wong, T. C., 135 
Wong, W. W., 2726 
Woolley, D. M., 2162 
Wu, M., 2781 
Wiilfing, C., 1784 
Wiistner, D., 1525 


Xia, X-F., 985 
Xie, X. S., 502 
Xiong, B., 2370 
Xu, L., 242 

Xu, Y., 252 


Yakushizin, M., 1749 
Yamashita, A., 2716 


Yan, B., 2360 

Yan, S., 2781 
Yang, Z., 2202 

Ye, J., 2118 

Yeates, T. O., 2733 
Yethiraj, A., 1902 
Yodh, J. G., 3619 
Yoshihara, K., 3460 


Zakharova, S. S., 1106, 1119 
Zampighi, G. A., 968 
Zangi, R., 112 
Zanotti, J-M., 2792 
Zegarra, M., 1413 
Zehetmayer, P., 407 
Zein, M., 334 

Zek’, B., 944 

Zhang, X., 2270 
Zhang, Y., 1934, 2370 
Zhang, Z., 2327, 3245 
Zhao, H., 954 

Zhao, Y-L., 2064 
Zheng, G., 502 
Zheng, X-G., 3460 
Zhou, H-X., 1341, 2981, 3126 
Zhou, Y., 819 

Zhu, F., 154 

Ziegler, A., 1547 
Zinober, R. C., 458 
Zlotnick, A., 1217 
Zocchi, G., 2211 
Zuccheri, G., 2408 
Zucker, R. S., 1368 
Zuhorn, I. S., 2096 
Zumbusch, A., 407 
Zurgil, N., 1395 
Zybailov, B., 2885 





Biophysical Journal Volume 83 December 2002 


SUBJECT INDEX 


A 
Acoustic optical deflectors, multi-photon laser scanning micros- 
copy using, 2292 
Actin 
dynamics, regulation in rapidly moving cells, 1237 
filament, pointed-end capping, tropomodulin C-terminal half 
crystal structure, 2716 
in hyperosmotic volume change and calcium signaling, I[VDs, 
2502 
mechanics of F-actin, characterized with microfabricated canti- 
levers, 2705 
N-terminal region, troponin interactions with, thin filament reg- 
ulation and, 2726 
troponin-tropomyosin, allosteric switch or steric blocker, 1039 
a-Actinin, mapping using MPTM, non-muscle cells, 3162 
Adenosine triphosphate, synthesis, Ca** binding and, long-range 
linkage in Ca** ATPase, 2327 
Adenylate kinase, isoforms of, cellular characterization using 
2-photon excitation fluorescence imaging and FCS, 3177 
Adhesion 
nanoparticles to vesicles, BDS, 299 
neutrophil binding via ICAM-1 and E-selectin, efficiency of cell 
capture and arrest, 1934 
platelets, role of GPIba-vWF tether bond, 194 
platelets to colon carcinoma cells, fluid shear regulates, 836 
Adhesion molecules 
cell-cell contact interface, immunological synapse segregation, 
1784 
LFA-1/ICAM-1 interactions, AFM, 2270 
Adriamycin, interaction with PEG-ceramide containing lipid 
monolayers, 954 
AFM. see Atomic force microscopy 
Aggregation 
depletion-mediated, RBCs in polymer solutions, 2482 
lateral, metal ion-induced, fd and M13 bacteriophages, 566 
T. reesei hydrophobin self-assembly and, 2240 
Agitoxin 
peptide binding to proteins, scorpion stings, potassium ion chan- 
nels and, 2325 
structure in complex with Shaker potassium ion channel, mod- 
eling, 2595 
Alamethicin 
effect of Glu-7 for Gln-7 substitution, 219 
simulations of, analysis of channel models, 2393 
Albumin 
human serum, heme complexes with CB fragments of, 2248 
plastic deformation of protein monolayers, 2211 
serum, interaction with PEG-ceramide containing lipid mono- 
layers, 954 
a-Helices 
entropy loss of dimerization and folding thermodynamics, MCS, 
280! 
loop stability and, analyzed by single-molecule force micros- 
copy, bR, 3578 
myosin $1, SH1-SH2 helix in transition states, 2733 
transmembrane, uniformity and hydrogen bonds, 2084 
tryptophan-anchored transmembrane, configuration, 1479 
Alzheimer’s disease 
AB (25-35) intercalated in anionic and zwitterionic lipid mem- 
branes, 2610 
supramolecular structure of full length B-amyloid fibrils, 1205 
Amine oxidase, bovine serum, effect of group IA and IIA cations 
on activity, 2231 


Amino acids, aromatic, labeling proteins via hole burning of, 
BPTI, 3553 
Amphiphiles, cationic, phase behavior and transfection efficiency, 
2096 
Amphotericin B, ion channel behavior, phosphatidylcholine bi- 
layer model membranes, 3245 
B—Ampyloid fibrils, full length, supramolecular structure, 1205 
Amyloid precursor proteins, human, extracellular domain, 3513 
Anesthetics, effect of F3 on gramicidin A channel structure, 1413 
Anion channels 
large-conductance, Golgi complex, 278 
voltage-dependent, specificity of catalyzed protein insertion into 
membranes, 2550 
Anions, inorganic, interactions with DMPC membranes, biomi- 
metic chromatographic stationary phase, 3351 
Anisotropic lipid domains, two component supported double 
bilayers, AFM, 2625 
Anisotropic membrane, inclusions, many body-assembly and 
self-assembly of *saddle’ defects into ’egg carton,’ 2898 
Annexins 
A5, calcium-dependent conformational rearrangements, 2280 
MDS of unfolding in unstable domain, 681 
Antifreeze proteins, fish type II, ice-binding sites analyzed by 
quantum mechanics, 2202 
Antigen-antibody interactions 
electrostatic differences at binding sites, 2946 
spontaneous dissociation, real-time measurement, 1965 
Antigen-presenting cells, cell-cell contact interface, immunolog- 
ical synapse segregation, 1784 
ApoH. see Apolipoprotein H 
Apolipoprotein H, human, orientation in lipid monolayers, 985 
Arabidopsis thaliana, pigment organization and energy transfer 
dynamics in subunit depleted PSI complexes, 2190 
Arthropods, body muscle, structure of calcium release units and 
E-C coupling mechanism, 2742 
Arylsulfatase A, dimer-octamer equilibrium, 3066 
Atomic force microscopy 
cellular mechanical strains measured by FEM and, 858 
FRAP and, obstructed diffusion in phase-separated lipid bilayers 
analyzed by, 3380 
human ocular mucins, heterogeneity and persistence length, 
1661 
influence of product phase sepaxation on PLA, hydrolysis, 2617 
LFA-1/ICAM-1 interactions, 2270 
MuLV-infected fibroblasts, 3665 


B 
Bacteria, swimming speed increase with viscosity, mathematical 
explanation, 733 
Bacteriophages, fd and M13, metal ion-induced lateral aggrega- 
tion, 566 
Bacteriorhodopsin 
13-desmethyl-13-iodoretinal,13-I-bR analog regenerated by, 
3460 
a-helices and loop stability analyzed by single-molecule force 
microscopy, 3578 
dynamics of monomeric and trimeric states, 1557 
infrared emissions during photocycle, 1589 
MCS of self-assembly, 1902 
photocycle, early intermediates, MDS, 1281 
pressure dependence of photocycle kinetics, 3490 
proton transfer dynamics of late M state, 416 





3690 


Barium ions, modulation of cardiac L-type calcium ion channel 
gating, 2575 
Bathorhodopsin, volume changes in photolysis intermediates, 
octopus rhodopsin, 1136 
BDS. see Brownian dynamics simulations 
B-Amyloid, 25-35, intercalated in anionic and zwitterionic lipid 
membranes, 2610 
B-Proteins, dynamic transition associated with thermal denatur- 
ation, neocarzinostatin, 2792 
B-Sheets 
dynamic transition associated with thermal denaturation, neo- 
carzinostatin, 2792 
formation from Prp* helices, 1268 
Betabellin 15D, molecular organization, 1716 
Bicelles, cation modulation of size and magnetic alignment, NMR 
and EM, 2667 
Bimolecular kinetics, analysis by TCFCS, 533 
Bioactivity, triacyl monosaccharide lipid A, 322 
Block normal mode, coarse-grained approach, macromolecules, 
Ca**-ATPase, 2457 
Blood vessels, virtual, leukocyte rolling augmented by RBCs, 
1834 
BNM. see Block normal mode 
BODIPY, photophysical characterization as membrane probe, 
1511 
bR. see Bacteriorhodopsin 
Brownian dynamics simulations 
analysis of multi-bead-and-spring model, protein detachment, 
706 
MTX, Kv! potassium channels and, 2370 
nanoparticle adhesion to vesicles, 299 
potassium channels, 2, 263 
rigid particles in external fields, 3039 


Brownian motion, translational diffusion of individual MHC 
class II proteins in cells, 2681 


C 
C-helices, movement during CNG gating, 3283 
C-Sre, SH3 domain, MDS of folding TSE, 3525 
Caged sulfate, large pH jumps induced by new caged proton, 
2864 
Calcineurin, calcium-dependent FKBP12 interactions with, RyR 
channel and, 2539 
Calcium-ATPase, BNM in CHARMM approach to macromole- 
cules, 2457 
Calcium channels 
cardiac L-type, modulation of gating in, 2575, 2587 
Ca,2.3, tryptophan and B-subunit binding, 1429 
Ca,3.3, cloning and expression, 229 
L-type, slow muscarinic inhibition, 3256 
N-type currents, mechanosensitivity, 2560 
Calcium ions 
annexin A5 conformational rearrangements dependent on, 2280 
binding, ATP synthesis and, long-range linkage in Ca>* AT- 
Pase, 2327 
binding to CaM mutants, monitoring by Phe and Tyr fluores- 
cence, 2767 
buffering with inhibited SR, atrial cardiac myocytes, 3134 
FKBP12 and calcineurin interactions dependent on, RyR chan- 
nel and, 2539 
InsP-mediated release, simulation of IP, interactions, 1298 
intracellular release as irreversible Markov process, 2511 
mitochondria, measurement during increased workload, cardiac 
trabeculae, 587 


Biophysical Journal 83(6) 


Subject Index 


release, cardiac ventricular myocyte model incorporating local 
control of, 2918 
release units, arthropod body muscle, E-C coupling mechanism 
and structure of, 2742 
sacromere dynamics after changes in, cardiac myofibril force 
kinetics and, 2152 
signaling by, hyperosmotically-induced volume change and, 
2502 
skeletal muscle myofibril relaxation kinetics after reduction of, 
2142 
stochastic properties of release, IP,R clusters, 87 
Calcium sparks 
cardiac, termination, Monte Carlo simulation, 59 
RyR gating and, SR, 242 
Calmodulin 
binding to peptide ligands, FILDA, 605 
mutants, calcium binding to, monitoring by Phe and Tyr fluo- 
rescence, 2767 
peptide complexes, dynamic light scattering studies, 1455 
trifluoroperazine complex with, quaternary structure from NMR 
and SAXS, 1177 
Cameleon proteins, calcium concentration-dependent resonance 
energy transfer, 3499 
Cantilevers, microfabricated, F-actin mechanics characterized 
with, 2705 
Capillaries, geometry and f{MLP-stimulation and neutrophil tran- 
sit times, pulmonary capillaries, 1917 
Capsids, viral, model-based analysis of assembly kinetics, 1217 
Carbohydrate polymers, nonfreezing water self-diffusion in, 
NMR, 3596 
Cardiotoxins, interactions with membranes, Monte Carlo simula- 
tions, 144 
CARS. see Laser-scanning coherent anti-Stokes Raman scattering 
microscopy 
Cations, group IA and IIA cations, effect on bovine serum amine 
oxidase activity, 2231 
Ca,2.3, tryptophan and B-subunit binding, 1429 
Ca,3.3, cloning and expression, 229 
Cell-cell contact interface, immunological synapse segregation 
in, 1784 
Cell-cell interactions, depletion-mediated RBC aggregation in 
polymer solutions, 2482 
Cell surfaces, FRET measurements via FP, 1395 
Cells 
living, FRET-based stoichiometry, 3652 
living, mapping using MPTM, 3162 
mechanical strains, measured by AFM and FEM, 858 
CFCA. see Confocal fluorescence coincidence analysis 
CHARMM, macromolecules, Ca?*-ATPase, 2457 
Chemokine receptors, CCR5, structure modeling and TAK779 
binding, 3012 
Chemotaxis, eukaryotic cells, establishing direction, 1361 
Chloride ions, H. salinarum shR CI concentration and photovoit- 
age generation, 1749 
1-Chloro-1,2,2-trifluorocyclobutane. see F3 
Chloroplasts, Toc75, properties and transit peptide interactions, 
899 
Cholesterol 
complex with phospholipids, thermodynamic model for, 2039 
cyclodextran probing of movement in RBCs, 2118 
DMPC mixture, continuum-level simulations, 1026 
interactions with DPPC and SM, NMR, 1465 
lateral diffusion of DMPC and, lipid bilayers, NMR, 2702 
lipid bilayers modifications induced by, MCS and MDS, 1842 
membrane partition coefficient measured by lipid vesicle-cyclo- 





Subject Index 


dextrin binary system, 3408 
mixture with POPS and POPC analyzed by '*C magic angle 
spinning NMR, 2053 
optical isomers, modulate inward-rectifier potassium ion cur- 
rent, aortic ECs, 3211 
superlattices, multibody interactions, Monte Carlo simulations, 
1014 
Chromaffin cells 
bovine, exocytosis, 849 
exocytosis and water secretion, laser-trap forcemetry and eva- 
nescent-wave fluorescent microscopy, 172 
Chromatin, glutaraldehyde-modified mica surface for, AFM, 
3619 
Chromosomes, mitotic movements, mechanistic model, 42 
Circadian oscillators, D. melanogaster, time delays and feedback 
loops, 2349 
Citrate synthase, feasible pathways for conformational transi- 
tions, 1620 
dCLOCK transcription factor, D.melanogaster circadian oscil- 
lator, time delays and feedback loops, 2349 
CNG channels. see Cyclic nucleotide-gated channels 
Coiled coils 
a-TM C-terminal structure and interactions, flexibility and, 
2754 
configuration, protein, using X-ray fiber diffraction and MDS, 
1774 
Collagen 
fibrillar, reaction diffusion model, enzymatic erosion, 776 
type I gels, diffusion and convection, 1650 
Colon carcinomas, fluid shear regulates platelet adhesion to, 836 
Concentration fluctuations, modulation by polypeptide inser- 
tions, lipid membranes, 334 
Conditioning pulses, long, suppress SHT-induced /,,,,, rat noci- 
ceptors, 5 
Conductance 
ion channel models, alamethicin simulations, 2393 
mode 2, modulation of cardiac L-type calcium ion channel 
gating, 2587 
protons, Trp side chains and, gramicidin channels, 880 
Cones, retinal, salamander L, dark noise, 184 
Confocal fluorescence coincidence analysis, two-photon excita- 
tion, measurement of enzyme kinetics, 1671 
Continuum electrostatics, ion permeation in gA channels and, 
1348 
Continuum-level simulations, lipid bilayer vesicles, 1026 
Bv Correlation analysis, SP-B and SP-C effect on phospholipid 
monolayers and protein structure analyzed by, 2126 
Cross-linking rates, myosin S1, SH1I-SH2 helix in transition 
states, 2733 
Crossbridges 
actin N-terminal region and troponin interactions, thin filament 
regulation and, 2726 
activation-dependent kinetics predicted by myofilament compli- 
ance model, skeletal muscle fibers, 3425 
Cryotomography, electron, frozen-hydrated isolated triad junc- 
tions, 249] 
Crystal structures, tropomodulin, C-terminal half, 2716 
Crystallization 
membrane protein, lipidic cubic mesophase, 3393 
PSI complex with ferrodoxin, EPR and, 1760 
thermodynamics of, hemoglobin C, 1147 
Cyan fluorescent protein, interaction with YFP probed by pico- 
second-hetero-FRET microscopy, 3570 
Cyanogen bromide, fragments of HSA, heme complexes with, 
2248 


3691 


Cyclic adenosine monophosphate, gating of heteromeric retinal 
rod channels, 920 
Cyclic nucleotide-gated channels 
C-helix movement during gating, 3283 
gating of, retinal rod channels, 920 
hyperpolarization-activated, sea urchin sperm, pore topology, 
1953 
Cyclodextrin, probing red cell cholesterol movement with, 2118 
Cytochrome c 
interaction with PEG-ceramide containing lipid monolayers, 
954 
monolayer, attached to SAM, MDS, 2906 
Cytochrome c,, D.africanus, MDS, 3049 
Cytoskeleton, actin, in hyperosmotic volume change and calcium 
signaling, [VDs, 2502 


D 
DAG. see Diacylglycerols 
Dark noise, salamander L cones, 184 
Dehydroergosterol, transbilayer movement, lipid membranes, 
1525 
Denaturation 
thermal, dynamic transition associated with, neocarzinostatin, 
2792 
thermal, RNase S and S protein, 2259 
Dendrites, mitral cells, FCS of anisotropic diffusion, 510 
Density maps, 3D, geometry and topology of macromolecules, 
619 
2’-Deoxycytidine-HCL, sugar ring pucker in, solid-state NMR, 
2835 
2'-Deoxynucleosides, '*C-labeled, sugar ring pucker in, NMR, 
2835 
13-Desmethyl-13-iodoretinal, bR 13-I-bR analog regenerated by, 
3460 
Desulfovibrio africanus, cytochrome c, MDS, 3049 
Detergents 
protein unfolding in, effect of micelle structure, ionic strength, 
pH and temperature, 2219 
Triton domain formation and, lipid raft mixtures, 2693 
DHE. see Dehydroergosterol 
Diacylglycerols, effects of acyl chain length and saturation, lipid 
monolayer curvature, 977 
Diacylphosphatidylcholine, NMR of short-chain lipid assem- 
blies, 994 
Diacylphosphatidylethanolamine, NMR of short-chain lipid as- 
semblies, 994 
Diacylphosphatidylglycerol, NMR of short-chain lipid assem- 
blies, 994 
Diacylphosphatidylserine, NMR of short-chain lipid assemblies, 
994 
Diauxic growth, FBA, EF. coli, 1331 
Dickerson-Drew dodecamers, resolution of B-DNA helical struc- 
ture, 382 
Dictyostelium discoideum, PH-domains in directed chemotaxis, 
1361 
3,3-Diethylthiatricarbocyanine, fluorescence lifetime spectros- 
copy in multiple scattering media, 1165 
Diffusion 
analysis byTCFCS, 533 
anomalous, NPCs in reversible gels, 3079 
apparent, intracellular water, measurement of membrane perme- 
ability and, 2856 
lateral, cholesterol and DMPC in lipid bilayers, NMR, 2702 
lipid membranes, subdiffusion and SPT, 2109 


Biophysical Journal 83(6) 





3692 


obstructed, in phase-separated lipid bilayers, analyzed by AFM 
and FRAP, 3380 
self-, nonfreezing water carbohydrate polymer systems, NMR, 
3596 
translational, individual MHC class II membrane proteins in 
cells, 2681 
Dihedral angles, tripeptides in solution, using polarized Raman 
and FTIR spectroscopy, 523 
a,-Dihydropyridine receptors, RyR1 interactions with, skeletal 
muscle, 3230 
Dimerization, entropy loss of, folding thermodynamics and, 
GCN4 leucine zipper, MCS, 2801 
Dimyristoylphosphatidylcholine 
gel phase structure using X-ray diffraction, 3324 
lateral diffusion of cholesterol and, lipid bilayers, NMR, 2702 
membranes, inorganic anion interactions with, biomimetic chro- 
matographic stationary phase, 3351 
mixture with cholesterol, continuum-level simulation, 1026 
Dimyristoylphosphatidylglycerol, 8-purothionin interaction 
with, *'P-NMR and FTIR study, 2074 
N-e-2,4-Dinitrophenyl-L-lysine, antigen-antibody dissociation, 
real-time measurement, 1965 
Dipalmitoylphosphatidylcholine, interactions with cholesterol, 
NMR, 1465 
Disks, rod photoreceptors, communication between, 1403 
DMDS. see Molecular dynamics simulations, discontinuous 
DMPC. see Dimyristoylphosphatidylcholine 
DMPG. see Dimyristoylphosphatidylglycerol 
DNA 
binding of m-TMPyP, 371 
cationic lipid complexes with, ITC analysis, 556 
duplex, sequence-dependent bending dynamics, 3446 
plectonemically supercoiled, analysis by small angle neutron 
scattering, 1106 
sequence-dependent curvature and flexibility, SFM, 2408 
sequence-dependent motions, normal mode analysis, 22 
ss- and ds-, electrodeless dielectrophoresis, 2170 
supercoiled, liquid crystal formation, 1119 
tethered, protein pore, probing distance and electrical potential 
with, 3202 
UFAPA of protein interactions with, 1098 
B-DNA, helical structure refined by NMR and crystallography, 
382 
Docking, F-actin pointed-end capping, tropomodulin C-terminal 
half crystal structure, 2716 
Doppel proteins, prion proteins and, folding pathways of, 
DPPC. see Dipalmitoylphosphatidylcholine 
Drosophila melanogaster, circadian oscillator, time delays and 
feedback loops, 2349 
DUPLEX, refinement of B-DNA helical structure by NMR and 
crystallography, 382 
Dynamic light scattering, calmodulin-peptide complexes, 1455 
Dyneins, axonemal, state during bend propagation, flagella, 2162 


E 

EBA. see Energy balance analysis 

Effective energy function models, Go model validity compared 
with, 3032 

Elasticity, F-actin mechanics characterized with microfabricated 
cantilevers, 2705 

Electron microscopy, cation modulation of bicelle size and mag- 
netic alignment, 2667 

Electron paramagnetic resonance, PSI complex with ferrodoxin, 
crystallization and characterization by, 1760 


Biophysical Journal 83(6) 


Subject Index 


Electron transfer, kinetics of, respiratory chain, mitochondria and 
prokaryotic cells, 1797 
Electrophoresis, electrodeless dielectrophoresis, ss- and ds-DNA, 
2170 
Electroporation, anionic phospholipids enhance transdermal 
transport by, 2064 
Electrostatics 
differences at antibody-antigen binding sites, 2946 
hydrogen bond protection in folded proteins, constraint on pack- 
ing, 2475 
interactions, ion pair geometries and, proteins, 1595 
lipid vesicle intramembrane interactions, 2007 
membranes, MDS of solvent approaches, 1374 
Endocytosis, probed in living cells by FCS, 1184 
Endothelial cells, aortic, cholesterol optical isomers modulate 
inward-rectifier potassium ion current, 3211 
Energy balance analysis, energy balance of complex metabolic 
networks, 79 
Entropy, dimerization and folding thermodynamics, GCN4 
leucine zipper, MCS, 2801 
Enzymes 
kinetics, measured by two-photon excitation CFCA, 1671 
reactions, MCS in two dimensions, 1891 
EPR. see Electron paramagnetic resonance 
Eqt-II. see Equinatoxin II 
Equinatoxin II, induces glucose transmembrane transport, giant 
phospholipid vesicles, 944 
Erosion, enzymatic, fibrillar collagen, reaction diffusion model, 
776 
Escherichia coli 
characteristics of MscS, liposomes, 290 
FBA of diauxic growth, 1331 
LamB channel, tyrosine 118 mutagenesis, effect on maltose and 
maltooligosaccharide kinetics, 309 
outer membrane, A-receptor motion in, 3152 
Eukaryotic cells, establishing direction during chemotaxis, 1361 
Evanescent-wave fluorescent microscopy, exocytosis and water 
secretion, chromaffin cells, 172 
Excitation-contraction coupling 
calcium ion release unit structure and mechanism of, arthropod 
body muscle, 2742 
frozen-hydrated isolated triad junctions, electron tomography, 
2491 
ion channels, muscle, | 
Exocytosis 
chromaffin cells, patch-clamp capacitance and FMI-43 fluores- 
cence, 849 
water secretion during, chromaffin cells, 172 
Extracellular channels, role of Asp193 in psRII-protein interac- 
tion, 1130 
Extreme pathway analysis 
human RBC metabolism, 808 
Kirchoff’s second law (letter), 2879 


F 

F3, effect on gramicidin A channel structure, 1413 

FBA. see Flux balance analysis 

FCS. see Fluorescence correlation spectroscopy 

Feedback loops, time delays and, Drosophila circadian oscillator, 
2349 

FEM. see Finite element modeling 

Ferrodoxin, PSI complex with, crystallization and EPR charac- 
terization, 1760 

Fibrinogen, multi-bead-and-spring model, AFM force micros- 
copy, 706 





Subject Index 


Fibroblasts, MuLV-infected, AFM, 3665 
FILDA. see Fluorescence intensity and lifetime distribution anal- 
ysis 
Filtering, postsynaptic signaling pathways, 740 
Finite element modeling, cellular mechanical strains measured by 
AFM and, 858 
FK506-binding protein 12, calcium-dependent calcineurin inter- 
actions with, RyR channel and, 2539 
Flagella, axonemal dynein state during bend propagation, 2162 
FlaSh, redesign of, 3607 
Flexibility, a-TM C-terminal structure and interactions, 2754 
FLIM. see Fluorescence lifetime imaging 
Fluorescence anisotropy decay, '*C-'H NMR and, tyrosine dy- 
namics in motilin, 2812 
Fluorescence anisotropy imaging microscopy, wide-field mea- 
surement of fluorophore anisotropy decay, 1631 
Fluorescence assays, single vesicle, lipid bilayer formation 
probed by, 3371 
Fluorescence correlation spectroscopy 
2-photon excitation fluorescence imaging and, cellular adenyl- 
ate kinase isoform characterization using, 3177 
analysis of endocytosis in living cells, 1184 
anisotropic diffusion in mitral cell dendrites, 510 
confocal, focal volume optics and experimental artifacts, 2300 
Fluorescence energy transfer, continuous model for, excluded 
volume effect within, 2826 
Fluorescence imaging, 2-photon excitation, FCS and, cellular 
adenylate kinase isoform characterization using, 3177 
Fluorescence intensity and lifetime distribution analysis, po- 
tential applications, 605 
Fluorescence kinetic studies, fast, laminar-flow mixer for, 2872 
Fluorescence lifetime imaging 
GFP, imaging the environment using, 3589 
two-photon, stratum corneum pH gradient, 1682 
Fluorescence lifetime spectroscopy, dyes in multiple scattering 
media, 1165 
Fluorescence polarization, FRET measurements via, cell sur- 
faces, 1395 
Fluorescence recovery after photobleaching, AFM and, ob- 
structed diffusion in phase-separated lipid bilayers ana- 
lyzed by, 3380 
Fluorescence resonance energy transfer 
cell surfaces measurements via FP, 1395 
picosecond-hetero, protein-protein interactions probed by, 3570 
stoichiometry based on, living cells, 3652 
transbilayer movement of DHE, lipid membranes, 1525 
Flux balance analysis 
diauxic growth, E. coli, 1331 
energy balance of complex metabolic networks, 79 
Flux coupling, in serotonin transporter, 3268 
FMI-43, fluorescence and exocytosis, chromaffin cells, 849 
Focal adhesions, calculation of forces using elastic substrate data, 
1380 
Focal volume optics, experimental artifacts and, confocal FCS, 
2300 
Folding. see also Unfolding 
a-TM C-terminal structure and interactions, flexibility and, 
2754 
B- strand motifs, DMDS, 819 
bovine pancreatic trypsin inhibitor, MDS and relaxation kinet- 
ics, 699 
'5C-'H NMR relaxaton and FAD, tyrosine dynamics in motilin, 
2812 
C-Sre SH3 domain, MDS of folding TSE, 3525 
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dynamic transition associated with thermal denaturation, neo- 
carzinostatin, 2792 
Go model validity compared with solvent-shielded empirical 
energy decomposition, 3032 
hydrogen bond protection in folded proteins, constraint on pack- 
ing, 2475 
127, core destabilization and mechanical resistance, 458 
intermediates and hyperfluorescence, 473 
laminar-flow mixer for fast fluorescence kinetic studies, 2872 
large pH jumps induced by new caged proton, 2864 
MDS of SC3, 112 
MDS of unfolding of unstable annexin domain, 681 
pathways of prion and doppel proteins, 3533 
polar interactions and heat capacity of unfolding, thermophilic 
proteins, 3126 
thermodynamics, entropy loss of dimerization and, GCN4 
leucine zipper, MCS, 2801 
unfolded staphylococcal nuclease charge interactions explained 
by Gaussian-chain model, 2981 
Forcemetry, laser-trap, exocytosis and water secretion, chromaf- 
fin cells, 172 
Forster resonance energy transfer, role in bimolecular reactions, 
use of TCFCS, 533 
Fourier transform infrared spectroscopy 
B-purothionin interaction with DMPG, *'P-NMR and, 2074 
PEG-modified HRP structure in organic solvents, 3637 
FP. see Fluorescence polarization 
Fractal kinetics, MCS of enzyme reactions in two dimensions, 
1891 
FRET. see Fluorescence resonance energy transfer 
Fusion stalks, energy of, membrane structure and, 2969 


G 
Gating 
C-helix movement during, CNG channels, 3283 
modulation of, cardiac L-type calcium ion channels, 2575, 2587 
Gaussian-chain model, unfolded staphylococcal nuclease charge 
interactions explained by, 2981 
Gaussian network model, protein dynamics in crystals, 723 
GCN4 leucine zipper, folding thermodynamics and entropy loss 
of dimerization, MCS, 2801 
Gelsolin, SMDS on “tail helix latch” hypothesis, 753 
Giant phospholipid vesicles, EqT-II induces glucose transmem- 
brane transport, 944 
Giant unilamellar liposomes, effect of PLC, 932 
Glia, asymmetry, presynaptically directed glutamate escape, 125 
Glucose, EqT-II- induced transmembrane transport, giant phos- 
pholipid vesicle, 944 
Glutamate, glial assymmetry and presynaptically directed escape, 
125 
Glutamatergic synapses, central, independent signaling at, MCS 
models, 2333 
Glycine receptors, a, subunit, structure of TM2, 252 
Glycoprotein receptor Iba, interaction with vWF, platelet adhe- 
sion, 194 
GOLAC-2, large-conductance anion channel, Golgi complex, 278 
Golgi complex, large-conductance anion channel, 278 
Gonyautoxin, 2,3 and 1,4, energetic localization, voltage-gated 
Na channel, 912 
Go models, validity, comparison with solvent-shielded empirical 
energy decomposition, 3032 
gp41, HIV fusion domain, MDS of membrane structure, 135 
GP1ba. see Glycoprotein receptor Iba 
Gramicidin A 
continuum electrostatics and ion permeation, 1348 
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effect of F3 on channel structure, 1413 

5F- and 6F-Trp, current flow, 1974 

'°F-NMR analysis in oriented membranes, 3336 

ionic free energies, 1235 

modulates concentration fluctuations, lipid membranes, 334 

Trp side chains, role in tuning proton conductance, 880 

valine, properties in monolayers at air-water interface, 3558 
Green fluorescent protein, imaging the environment using FLIM, 
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H 
Hair cells, saccular, adaption motors characterized by fluctuation 
analysis, 3188 
Halobacterium salinarum 
bR, MCS of self-assembly, 1902 
shR CI concentration depends on photovoltage generation, 
1749 
Halorhodopsin, H. salinarum, Cl concentration depends on pho- 
tovoltage generation, 1749 
Harmonic irradiance, forces metabolic oscillations in plants, 
2180 
Helices. see also a-Helices; C-Helices 
PrP*, formation cf B -sheets, 1268 
Hemagglutinin, influenza, pKa and pKi measurement from mem- 
brane fusion kinetics, 2652 
Heme, complexes with CB fragments of HSA, 2248 
Hemifusion diaphragm, decay, lipid intermediates in membrane 
fusion and, 2634 
Hemoglobins 
HbC, thermodynamics of crystallization, 1147 
myoglobins and, after hydrogen peroxide treatment, tyrosine 
radicals in, 2845 


a-Hemolysin, pores, probing distance and electrical potential with 
tethered DNA, 3202 
HIV-1 
gp41 fusion peptide, partitioning in bilayer membranes, MCS, 
3088 


gp41 fusion protein, MDS of fusion domain, 135 
protease, MDS of reaction catalysed by, 794 
VPU, MDS of transmembrane domain, 1259 
Horseradish peroxidase, PEG-modified, structure in organic sol- 
vents, 3637 
Hydrogen bonds 
probing the energy of, 3675 
protection in folded proteins, constraint on packing, 2475 
transmembrane a-helix uniformity and, 2084 
Hydrolysis 
myosin $1, SH1-SH2 helix in transition states, 2733 
PLA,, influence of product phase separation on, 2617 
Hydrophobicity, hydrogen bond protection in folded proteins, 
constraint on packing, 2475 
Hydrophobins 
MDS of SC3 folding, 112 
T. reesei, aggregation and self-assembly, 2240 
5-Hydroxytryptophan, increases /,,,,, rat nociceptors, 5 
HyHELS8, antibody-antigen binding sites, electrostatic differences 
at, 2946 
HyHEL10, antibody-antigen binding sites, electrostatic differ- 
ences at, 2946 
HyHEL26, antibody-antigen binding sites, electrostatic differ- 
ences at, 2946 
Hyperfluorescence, causes of, 473 
Hyperpolarization-activated cyclic nucleotide-gated channels, 
sea urchin sperm, pore topology, 1953 
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I 
127, core destabilization and mechanical resistance, 458 
Ice, binding sites, fish type II antifreeze proteins, analyzed by 
quantum mechanics, 2202 
Immunoglobulin E, MAb to, antigen-antibody dissociation, real- 
time measurement, 1965 
Immunological synapses, segregation in cell-cell contact inter- 
face, 1784 
Incoherent quasielastic neutron scattering, water motion in 
lysozyme crystals, 1578 
Indocyanine green, fluorescence lifetime spectroscopy in multi- 
ple scattering media, 1165 
Influenza A virus, M2 channel, MDS of proton transport, 1987 
Infrared spectroscopy, 2-D, SP-B and SP-C effect on phospho- 
lipid monolayers and protein structure analyzed by Bv 
correlation analysis and, 2126 
Inositol 1,4,5-trisphosphate 
model of slow wave regulation by, 1877 
role of IP; in calcium release mediated by, simulations, 1298 
Inositol phosphates 
activation, regulates NPC conformation, 1421 
simulations of interactions with InsP;-mediated calcium release, 
1298 
InsP. see Inositol 1,4,5-trisphosphate 
Intercellular adhesion molecule-1 
LFA-1/ICAM-1 interactions, AFM, 2270 
neutrophil binding via E-selectin and, efficiency of cell capture 
and arrest, 1934 
Intervertebral disks, hyperosmotically-induced volume change 
and calcium signaling, 2502 
Invertebrates, body muscle, structure of calcium release units and 
E-C coupling mechanism, 2742 
Ion channels. see also Specific channels 
alamethicin, effect of Glu-7 for Gln-7 substitution, 219 
amphotericin B behavior, phosphatidylcholine bilayer model 
membranes, 3245 
excitation-contraction coupling, | 
models of, alamethicin simulations, 2393 
NMDAR channels, subunit scattering in, 3304 
SNARE interactions and pore formation, 2522 
specificity of catalyzed protein insertion into membranes, 2550 
SpHCN, sea urchin sperm, pore topology, 1953 
studied using smart patch-clamp system, cells and subcellular 
structures, 3296 
Ion pairs, electrostatic strengths and, proteins, 1595 
Ionic strength, effect on protein folding in detergents, 2219 
Ions 
permeation, Gramicidin A channels, continuum electrostatics 
and, 1348 
in silico simulation of fast flux large-channel pore proteins, 
PSST, 3001 
IP,. see Inositol phosphates 
Isothermal titration calorimetry, thermodynamics of cationic 
lipid-DNA complex formation, 556 
ITC. see Isothermal titration calorimetry 
IVDs. see Intervertebral disks 


K 
KCNES, induces time- and voltage-dependent modulation of 
KCNQI current, 1997 
KCNQI1, current, KCNES induces time- and voltage-dependent 
modulation of, 1997 
KesA channels 
open-state models, 1867 
phospholipid interactions with, 2026 
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Kinesin motors 
bead powered by, force-clamped motility assay, MCS, 2360 
movement measured by 2D-optical force clamp, 491 
Kinetics, fast fluorescence studies, laminar-flow mixer for, 2872 
Kirchoff’s second law, extreme pathways (letter), 2879 L 
Lactate dehydrogenase, feasible pathways for conformational 
transitions, 1620 
Lactoferrin, feasible pathways for conformational transitions, 
1620 
Lactosylceramide, effect of acyl chains on phase behavior and 
molecular packing, 1535 
LamB channels, E. coli, tyrosine 118 mutagenesis, maltose and 
maltooligosaccharide kinetics, 309 
A-receptor, motion in bacterial outer membrane, 3152 
Laminar-flow mixer, for fast fluorescence kinetic studies, 2872 
Langevin approach, stochastic properties of Ca** release, IP,;R 
clusters, 87 
Langmuir-Blodgett multilayers, zinc environment in, X-ray ab- 
sorption spectroscopy, 3507 
Laser-scanning coherent anti-Stokes Raman scattering mi- 
croscopy, application to cell biology, 502 
Leukocyte function-associated antigen-1, LFA-1/ICAM-1 inter- 
actions, AFM, 2270 
Leukocytes, rolling, augmented by RBCs, virtual blood vessel, 
1834 
Li-Rinzel model, stochastic properties of Ca** release, IP;R 
clusters, 87 
Light-harvesting 1 complexes, Rhodopseudomonas acidophila, 
spectroscopy, 1701 
Lipid A, triacyl monosaccharide, partial structures and bioactivity, 
322 
Lipid bilayers. see also Membranes 
cholesterol-induced modifications, MCS and MDS, 1842 
configuration of tryptophan-anchored transmembrane a—heli- 
ces, 1479 
cubic-hexagonal phase transitions, spontaneous membrane fu- 
sion, MDS, 2386 
DMPC/DSPC, component and state separation, MCS, 1820 
evolution of hydrophobic defects, MDS, 1501 
formation probed by single vesicle fluorescence assays, 3371 
helical peptide organization, 345 
HIV-1 gp41 fusion peptide partitioning in, MCS, 3088 
influence of product phase separation on PLA, hydrolysis, 
AFM, 2617 
interactions of phospholipids with KcsA channels, 2026 
KcsA embedded in, MDS, 633 
lateral diffusion, cholesterol and DMPC in, NMR, 2702 
lipid intermediates in membrane fusion, formation, structure and 
hemifusion diaphragm decay, 2634 
mechanism of destruction by Pla, 1004 
microscopic and mesoscopic simulations, 3357 
NMR of short-chain lipid assemblies, 994 
PC membrane model, amphotericin B ion channel behavior, 
3245 
phase-separated, obstructed diffusion analyzed by AFM and 
FRAP, 3380 
phospholipid-cholesterol, reaction to osmotic stress, 2015 
phospholipid transbilayer movement at main phase transitions, 
3315 
SNARE interactions and pore formation, 2522 
structure and energy of fusion stalks, 2969 
thermodynamics of SDS partitioning, 1547 
two component supported double, AFM, 2625 
Lipid monolayers 
ApoH orientation, 985 
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effects of acyl chain length and saturation of DAGs and PCs on 
curvature, 977 
PEG-ceramide containing, interaction with adriamycin, cyto- 
chrome c and serum albumin, 954 
SP-B and SP-C effect on protein structure and, analyzed by 2-D 
IR and Bv correlation analysis, 2126 
sphingomyelinase activity and surface topography, 3416 
substrate-supported, lateral diffusion and ambient relative hu- 
midity, 1489 
Lipid rafts, mixtures, Triton and domain formation, 2693 
Lipid vesicles 
bilayer, continuum-level simulation, 1026 
intramembrane electrostatic interactions, 2007 
Lipids, cationic, ITC of complex formation with DNA, 556 
Lipoproteins. see also Specific lipoproteins 
LDL, porphyrin interactions with, 3470 
Liposomes 
characteristics of E. coli MscS, 290 
spontaneously forming, in lipid/PEG-lipid mixtures, 2419 
Lumirhodopsin, volume changes in photolysis intermediates, oc- 
topus rhodopsin, 1136 
Lungs, effects of geometry and fMLP-stimulation on neutrophil 
transit times, pulmonary capillaries, 1917 
Lysozymes 
solvated in glycerol, effect of water, elastic neutron scattering 
analysis, 1157 
T4, stability and solvent-exposed charges versus salt bridges, 
1341 
water motion in, incoherent quasielastic neutron scattering 
study, 1578 


M 
M2 channel, influenza A virus, MDS of proton transport, 1987 
Macromolecules 
biological, topology and 3D low-resolution density maps, 619 
CHARMM approach, Ca?*-ATPase, 2457 
Magnetic resonance spectroscopy, apparent diffusion of intracel- 
lular water and measurement of membrane permeability, 
2856 
Major histocompatibility complex class II molecules, individ- 
ual, translational diffusion in cells, 2681 
Maltooligosaccharides, effect of tyrosine 118 mutagenesis on 
kinetics, E. coli LamB channel, 309 
Maltoporin channels, E. coli, tyrosine 118 mutagenesis, effect on 
maltose and maltooligosaccharide kinetics, 309 
Maltose, effect of tyrosine 118 mutagenesis on kinetics, E. coli 
LamB channel, 309 
Markov models, irreversible intracellular calcium release, 2511 
Maurotoxin, Kv! potassium channels and, BDS, 2370 
MCCE. see Multiconformational continuum electrostatics 
MDS. see Molecular dynamics simulations 
Mechanosensitivity, N-type calcium channel currents, 2560 
Membrane fusion 
kinetics, influenza HA pKa and pKi measurement from, 2652 
lipid intermediates, hemifusion diaphragm decay, 2634 
SNARE interactions and pore formation, 2522 
Membrane partition coefficients, cholesterol, measured by lipid 
vesicle-cyclodextrin binary system, 3408 
Membrane potentials, redesign of FlaSh, 3607 
Membranes. see also Lipid bilayers 
anionic and zwitterionic lipid, AB (25-35) intercalated in, 2610 
anisotropic, inclusions, many body-assembly and self-assembly 
of ’saddle’ defects into egg carton,’ 2898 
bilayer, HIV-1 gp41 fusion peptide partitioning in, MCS, 3088 
BODIPY as probe, 1511 
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channels, pressure-induced water transport, MDS, 154 
cooperativity and specificity of MS1, 1613 
DMPC, inorganic anion interactions with, biomimetic chro- 
matographic stationary phase, 3351 
DMPC-DSPC, modulations of concentration fluctuations by 
polypeptide insertions, 334 
electrostatics, MDS of solvent approaches, 1374 
fusion mechanisms, MDS of hydrophobic defects, lipid bilayers, 
1501 
hydrated protein orientation on soft surfaces, MDS, 2906 
interactions with cardiotoxins, Monte Carlo simulations, 144 
lipid, DHE transbilayer movement, 1525 
lipid, phospholipid transbilayer movement at main phase tran- 
sitions, 3315 
lipid, subdiffusion and SPT, 2109 
lipid asymmetry and surface tension, 1443 
lipid vesicle, intramembrane electrostatic interactions, 2007 
PC bilayer model of, amphotericin B ion channel behavior, 3245 
permeability, apparent diffusion of intracellular water and mea- 
surement of, 2856 
protein crystallization, lipidic cubic mesophase, 3393 
spontaneous fusion during cubic-hexagonal phase transition, 
MDS, 2386 
structure and energy of fusion stalks, 2969 
Triton and domain formation in lipid raft mixtures, 2693 
Mesorhodopsin, volume changes in photolysis intermediates, oc- 
topus rhodopsin, 1136 
Metabolic networks, FBA and EBA analysis, 79 
Metalloproteins, spin-lattice relaxation, coupled metal-radical 
spin-dimers, 2440 
Metarhodopsins, volume changes in photolysis intermediates, 
octopus rhodopsin, 1136 
N-Methyl-p-aspartate receptors, subunit scattering in channels, 
3304 
Mica, glutaraldehyde modified, surface for AFM of chromatin, 
3619 
Micelles 
cation modulation of bicelle size and magnetic alignment, NMR 
and EM, 2667 
structure of, effect on protein folding in detergents, 2219 
Microscopy. see also Specific type 
CARS, application to cell biology, 502 
fluorescence light, dynamics of pulmonary surfactant at air- 
water interface, 547 
multi-photon laser scanning, using AOD, 2292 
Microtubules 
concentration dependence and growth rates, Monte Carlo algo- 
rithm, 1809 
role in mitotic chromosome movements, mechanistic model, 42 
structural cap, dynamics, 1317 
tubulin, molecular flexibility and function, 663 
Mitochondria 
calcium-induced alterations in morphology, OSI, 1691 
cardiac trabeculae, NADH and Ca** measurement during in- 
creased workload, 587 
prokaryotic cells and, kinetics of electron transfer in respiratory 
chain, 1797 
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evolution of hydrophobic defects, lipid bilayers, 1501 

folding of SC3, 112 

of folding TSE, C-Src SH3 domain, 3525 

hydrated protein orientation on soft surfaces, 2906 

KcsA embedded in phospholipid bilayer, 633 

membrane structure of HIV gp41 fusion protein, 135 

OmpA, 763 

photoinduced events and rhodopsin activation, 3097 

pressure-induced water transport, membrane channels, 154 

proton transport, influenza A virus M2 channel, 1987 

reaction catalysed by HIV-1 protease, 794 

relaxation kinetics, bovine pancreatic trypsin inhibitor, 699 

site-directed spin labeling, validation in muscle fibers, 1854 

solvent approaches for membrane electrostatics, 1374 

spontaneous membrane fusion during cubic-hexagonal phase 
transition, 2386 

steered, “tail helix latch” hypothesis, gelsolin activation, 753 

steered, titin I1 domain unfolding, 3435 

T. lanuginosa lipase, MDS of interface conformation, 98 

transmembrane domain of HIV-1 VPU, 1259 

unfolding of unstable annexin domain, 681 

X-ray fiber diffraction and, protein coiled coil configuration, 
1774 


Monolayers. see also Lipid monolayers 


proteins, plastic deformation of, 2211 

self-assembled, cytochrome c monolayer attached to, MDS, 
2906 

VGA, properties at air-water interface, 3558 


Monoolein 


cubic-hexagonal phase transitions, spontaneous membrane fu- 
sion, MDS, 2386 
cubic mesophase, membrane protein crystallization, 3393 


Monte Carlo algorithms 


concentration dependence and growth rates, microtubules, 1809 
two dimensions, enzyme reactions, 1891 


Monte Carlo simulations 


cholesterol-induced lipid bilayer modifications, MDS and, 1842 

diffusion in RBC lattices, use of PGSE NMR, 161 

DMPC/DSPC lipid bilayers, component and state separation, 
MCS, 1820 

entropy loss of dimerization and folding thermodynamics, 
GCN4 leucine zipper, MCS, 2801 

force-clamped motility assay, kinesin- powered bead, fluctua- 
tions and randomness of movement, 2360 

many body-assembly and self-assembly of ’saddle’ defects into 
*egg carton,’ anisotropic membrane inclusions, 2898 

membrane interaction with cardiotoxins, 144 

multibody interactions in cholesterol superlattices, 1014 

self-assembly, H. salinarum bR, 1902 

signaling at central glutamatergic synapses, 2333 

termination of cardiac Ca** sparks, 59 


Motilin, tyrosine dynamics, '*C-'H NMR and FAD, 2812 
Motility 


force-clamped assay, kinesin-powered bead, fluctuations and 
randomness of movement, MCS, 2360 

regulation of actin dynamics, rapidly moving cells, 1237 

single motor proteins, using 2D-optical force clamps, 491 


Mitosis, chromosome movements during, mechanistic model, 42 MPTM. see Multiple-particle-tracking microrheology 

Mitral cells, FCS of anisotropic diffusion, dendrites, 510 MS1, cooperativity and specificity, 1613 

Molecular dynamics simulations MscS. see Small mechanosensitive channel 
cholesterol-induced lipid bilayer modifications, MCS and, 1842 MTX. see Maurotoxin 
D. africanus cytochrome c3, 3049 Mucins, human ocular, heterogeneity and persistence length, 
discontinuous, folding of B- strand motifs, 819 AFM, 1661 


dsRNA complex with dsRBD from Staufen protein, 3542 Multiconformational continuum electrostatics, protein pK,s 
early intermediates, bR photocycle, 1281 calculation using, 1731 
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Multiple-particle-tracking microrheology, mapping of live cells 
using, 3162 
Murine leukemia virus, fibroblasts infected by, AFM, 3665 
Muscle. see also Skeletal muscles; Smooth muscles 
fibers, site-directed spin labeling validation in, MDS, 1854 
Myocytes 
atrial cardiac, calcium ion buffering with inhibited SR, 3134 
cardiac ventricular, model incorporating local control of calcium 
ion release, 2918 
Myofibrits..-- 
cardiac, force kinetics and sarcomere dynamics after calcium 
ion changes, 2152 
skeletal muscle, relaxation kinetics after calcium ion reduction, 
2142 
striated muscle, X-ray diffraction of myofilament lattice, 1074 
Myofilaments 
compliance model predicts activation-dependent crossbridge ki- 
netics, skeletal muscle fibers, 3425 
striated muscle myofibril, X-ray diffraction, 1074 
Myoglobins 
hemoglobin and, after hydrogen peroxide treatment, tyrosine 
radicals in, 2845 
plastic deformation of protein monolayers, 2211 
Myosin 
regulatory light chain, effects of phosphorylation on contraction, 
359 
RLC, orientation revealed by PFD, 1050 
S1, SH1-SH2 helix in transition states, 2733 
scallop, muscle fibers, site-directed spin labeling validation in, 
MDS, 1854 


N 
NADH, mitochondria, measurement during increased workload, 
cardiac trabeculae, 587 
Nanoparticles, adhesion to vesicles, BDS, 299 
Native states, flexible, role in hyperfluorescence, 473 
Natronobacterium pharaonis 
pharaonis phoborhodopsin, Asp193 in chromopore-protein in- 
teraction, 1130 
pharaonis phoborhodopsin, FTIR spectroscopy of M photoint- 
ermediate, 3482 
pharaonis phoborhodopsin, interaction with pHtrIl, 427 
Neocarzinostatin, dynamic transition associated with thermal de- 
naturation, 2792 
Neosaxitoxin, energetic localization, voltage-gated Na channel, 
912 
Nerve growth factor, signals via TrkA receptor oligomers, 968 
Neutron scattering 
elastic, lysozyme solvated in glycerol, effect of water, 1157 
small angle, analysis of plectonemic DNA, 1106 
Neutrophils 
binding via E-selectin and ICAM-1, cell capture and arrest, 
1934 
geometry and fMLP-stimulation and transit times, pulmonary 
capillaries, 1917 
PH-domains and directed chemotaxis, 1361 
NGF. see Nerve growth factor 
1-(2-Nitrophenyl)ethyl sulfate, large pH jumps induced by, 2864 
NMR. see Nuclear magnetic resonance 
Nociceptors, rat, SHT increases ,,,, in, 5 
Normal mode analysis, sequence-dependent motions, DNA, 22 
NPC. see Nuclear pore complexes 
Nuclear magnetic resonance 
'5C-'H, FAD and, tyrosine dynamics in motilin, 2812 
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'SC magic angle spinning, cholesterol mixture with POPS and 
POPC, 2053 

'°F-, gramicidin A analysis in oriented membranes, 3336 

*'P-NMR and FTIR, £-purothionin interaction with DMPG, 
2074 

PGSE, Monte Carlo simulations, diffusion in RBC lattices, 161 

pulsed field gradient, lateral diffusion, cholesterol and DMPC in 
bilayers, 2702 

self-diffusion of nonfreezing water carbohydrate polymer sys- 
tems, 3596 

solid-state, cation modulation of bicelle size and magnetic align- 
ment, 2667 

solid-state, sugar ring pucker in '*C-labeled 2'-deoxynucleo- 
sides, 2835 

Nuclear pore complexes 

anomalous diffusion in reversible gels, 3079 

conformation regulated by IP, activation, 1421 

FRET analysis of proteins in, 3652 

Nucleases, unfolded staphylococcal, charge interactions explained 

by Gaussian-chain model, 2981 


O 
OmpA, MDS, 763 
OmpfF, ions in silico simulation of fast flux large-channel pore 
proteins, PSST, 3001 
Optical force clamps, 2D, measurement of kinesis motor move- 
ment, 49] 
Optical scatter imaging, calcium-induced alterations in mito- 
chondrial morphology, 1691 
Optical tweezers, A-receptor motion in E. coli outer membrane, 
3152 
OSI. see Optical scatter imaging 
Osmotic stress 
phospholipid-cholesteroi bilayer reaction to, 2015 
volume change and calcium signaling, [VDs, 2502 


P 
Pla. see Pardaxin 
P68A, site-directed mutants of PYP, 1567 
Pacilitaxel, interaction with M-loop of tubulin, 663 
Packing 
constraints on, hydrogen bond protection in folded proteins and, 
2475 
effect of lactosylceramide acyl chains, 1535 
Pancreatic trypsin inhibitor 
bovine, labeling proteins via hole burning of aromatic AAs, 
3553 
bovine, MDS of relaxation kinetics, 699 
Pardaxin, carboxy-amide, mechanism of lipid bilayer disruption, 
1004 
Patch clamping, smart system, ion channels studied using, cells 
and subcellular structures, 3296 
PC. see Phosphatidylcholines 
Peptide binding, to proteins, scorpion stings, potassium ion chan- 
nels and, 2325 
Peptides, helical, organization in lipid bilayers, 345 
PER protein, D. melanogaster circadian oscillator, time delays 
and feedback loops, 2349 
Permeability, membrane, apparent diffusion of intracellular water 
and measurement of, 2856 
PFD. see Polarized fluorescence depletion 
PGSE. see Pulsed field-gradient spin-echo 
pH 
domains, in directional chemotaxis, eukaryotic cells, 1361 
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effect on protein folding in detergents, 2219 
large jumps, induced by new caged proton, 2864 
Pharaonis phoborhodopsin 
FTIR spectroscopy of M photointermediate, 3482 
interaction with pHtrIl, 427 
role of Asp193 in chromopore-protein interaction, 1130 
Phase behavior 
effect of lactosylceramide acyl chains, 1535 
separation, DMPC/DSPC lipid bilayers, component and state 
separation, MCS, 1820 
and transfection efficiency, cationic amphiphiles, 2096 
Phase transitions 
cubic-hexagonal, spontaneous membrane fusion during, MDS, 
2386 
influence of product phase separation on PLA, hydrolysis, 
AFM, 2617 
phospholipid transbilayer movement at, 3315 
Phoborhodopsin, pharaonis 
Asp193 in chromophore-protein interaction, 1130 
FTIR spectroscopy of M photointermediate, 3482 
interaction with pHtrIl, 427 
PhoE channel 
gauging by freely diffusing proton, PSST, 2987 
ions in silico simulation of fast flux large-channel pore proteins, 
PSST, 3001 
Phosphatidylcholines 
bilayers, configuration of tryptophan-anchored transmembrane 
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